NPENCKYPAHT HA MEAULIMHCKUE YCNYTU
AkTyanbHo Ha 04.03.2026
Bantota: Py6nu

co
HanuuHbiin
pacuer
EguHbIn peecTp nabopartopHbix ycayr (EPNY)
FTEMATONOIUA
01.00.001 CO3 (no BecteprpeHy) 307,00
01.00.004 PeTukynouuTsl 465,00
KnuHuyecknii aHanms Kposu
01.00.002 KnuHuyeckuin aHanus kposu 6e3 nenkountapHon opmynel n 6e3 CO3 445,00
01.00.003 KnmHunyeckuin aHanus KpoBu ¢ nerikoumTapHon dopmynon 6e3 CO3 565,00
01.00.037 KnmHuW4eckuin aHanus KpoBu ¢ nerikoumTtapHon dopmynon 6e3 CO3 (2 npobbl) 522,00
01.00.006 KnuHuyecknin aHanus KpoBwm ¢ nenkouuTapHon dopmynon n ¢ CO3 886,00
01.00.007 KnmHWYecK1in aHanu3 KpoBU C NerKouMTapHon oopmMyron (MUKPOCKONKUS) 1000,00
M30CEPO/I0TUA
02.00.001 pynna kpoBu 0,00
02.00.003 INpynna kposwu + Pesyc-chakTop 970,00
AHTUTENA K aHTUreHam 3puTpoLmMTOB, cymmapHble (B T.4. K Rh-chakTopy, kpome
02.00.004 AT no cucteme ABO) c onpeaeneHnem Tutpa 1100,00
02.00.006 Onpegenenue Kell antureHa (K) 1235,00
02.00.008 Tlpsimas npoba Kymbca 1415,00
FrEMOCTA3
03.00.001 PubpurHoreH 495,00
03.00.002 TMpoTpombuH (Bpems no Kemky, MHO) 545,00
03.00.003 TpombGuHOBOE BpeMS 550,00
03.00.004 AYTB 410,00
03.00.005 AHTUTPOMOWUH IlI 720,00
03.00.006 BonyaHOYHbIV aHTUKOArynsaHT 1435,00
03.00.007 AO-gumep 1870,00
03.00.008 [lMpoTtenH C 2610,00
03.00.010 TlpotenH S 3170,00
03.00.011 Paktop Bunnebpanga 2220,00
03.00.012 lMnasmuHoreH 970,00
BUOXMMUA KPOBU
O6meH NUrmeHTOB
04.01.001 Bunupy6uH obLmii 410,00
04.01.002 BunmpybuH npsiMon 410,00
BunmpybuH HenpsiMoi (BKMoYaeT onpeaeneHne obLero n npsamoro
04.01.003 OunupybuHa) 730,00
depmeHTbI
04.02.001 AnaHuHamuHoTpaHcdepasa (AIT) 375,00
04.02.002 AcnapTtaTamuHoTpaHcdepasa (ACT) 375,00
04.02.009 Anbda-amunasa 505,00
04.02.013 Anbca-ammnnasa naHkpeaTnyeckas 565,00
04.02.005 Namma-rnytamunTtpaHcdepasa (I'TT) 405,00
04.02.006 JlaktatoermgporeHasa (J14IN) 410,00
04.02.007 JlaktatoerugporeHasa (J14N) 1/ 1,2 copakumm 470,00
04.02.010 Jlvnasa 615,00
04.02.011 KpeaTuHkuHa3sa (KDK) 565,00
04.02.012 KpeaTtuHknHasa-MB 725,00
04.02.003 docdaTasa wenoyHas 405,00
04.02.004 docdpaTasza kucnasi obuias 450,00
04.02.008 XonuHacTepasa 470,00

O6meH 6enkos



04.03.001 AnbbymuH 465,00

04.03.002 Obwumi 6enok 410,00
04.03.004 KpeaTuHuH 410,00
04.03.005 MouyeBuHa 405,00
04.03.006 Mo4eBas kucnota 410,00
04.03.007 >Xen4Hble KACMOThI 3200,00
Cneuunduueckme 6enkm
04.04.015 Anbda-2-MakpornobynuH 830,00
04.04.012 AHTucTpenTonuanH-O 715,00
04.04.006 MantornobuH 950,00
04.04.008 Kucnbii anbgal-rnnkonpotenH (opo3omykona) 970,00
04.04.001 Mwuorno6buH 1210,00
04.04.005 Moasroson HaTpuiypeTudeckun nentug B (BNP) 4315,00
04.04.034 HatpwuiypeTtudeckoro ropmoHa (B-tuna) N-koHueson nponentug (NT-proBNP) 4530,00
04.04.007 Anbcal-aHTUTPUNCKH 1695,00
04.04.018 lNpokanbUUTOHWH (OuarHocTuka 6akrepuanbHbIX MHEKUUIA, cencuca) 2745,00
04.04.011 PeBmaTounaHbIN chakTop 715,00
04.04.003 C-peakTuBHbIN 6enok 715,00
04.04.004 C-peakTvBHbIN 6ENOK yNbTpadyBCTBUTENBHbIN 700,00
04.04.002 TponoHuH | 1215,00
04.04.010 D031HOMUIBHBIN KaTUOHHBIN 6enok (ECP) 1375,00
04.04.009 LlepynonnasmuH 900,00
04.04.013 Uwnctatnn C 3000,00
O6meH yrnesogos
04.05.001 [nioko3a 360,00
04.05.002 [ntokosa nocrne Harpysku (1 yac cnycrs) 360,00
04.05.003 [ntoko3a nocne Harpysku (2 yaca cnycTs) 360,00
04.05.004 muknpoBaHHbIA remornoduH A1c 905,00
04.05.006 Morno4Has kucnota (nakrar) 980,00
04.05.005 dpykTO3aMUH 940,00
JlunugHblit 06MmeH
04.06.006 AnonunonpoTeuH A1 780,00
04.06.007 AnonunonpoTtenH B 800,00
04.06.009 omouuncTeunH 2205,00
04.06.001 Tpuravuepunapl 410,00
04.06.002 XonectepuH obLunii 410,00
04.06.003 XornecTepuH nunonpoTenaos Beicokon nnotHocTw (JIMBIM, HDL) 450,00
04.06.004 XonectepuH nunonpoTengos HM3kon nnoTHocTy (JIMHI, LDL) 410,00
XonecTepyH nMnonpoTenaoB odeHb HU3komn nnotHoctu (JINOHI), (BkntovaeT
04.06.005 onpepgenexHvne TpUrnuuepuaon) 715,00
04.06.008 JlvunonpoTeuH (a) 1210,00
04.06.010 JlenTtuH 1450,00
04.06.013 NHAaekc aTeporeHHOCTH 830,00
ONEeKTPONNTbI, MMKPO3/1IEMEHTbI, Fa3bl KPOBU
04.07.001 HaTtpwi, kanun, xnop (Na/K/Cl) 545,00
04.07.002 Kanbuuit obLwuin 400,00
04.07.003 Kanbuun MOHU3NPOBAHHBLIN 640,00
04.07.004 Marnumn 450,00
04.07.005 docchop HeopraHUYeCcKU 410,00
04.07.006 UnHk 495,00
04.07.007 Megb 515,00
[AunarHocTuka aHemumii
04.08.013 lencuamnH-25 8235,00
04.08.001 Xeneso 405,00
KoahumumeHT HacblILeHusa TpaHcdepprHa xenesom (BKoYaeT onpeaeneHve
04.08.003 xenesa u JPKCC) 960,00

04.08.006 JlaTeHTHas xxenesocssa3biBatoLlas cnocobHocTb cbiBopoTku (JIXKCC) 460,00



04.08.007

04.08.008
04.08.010
04.08.002
04.08.004
04.08.005

05.01.001
05.01.004
05.01.002
05.01.005

05.01.006
05.01.003

05.01.038

05.02.001
05.02.012
05.02.008
05.02.004
05.02.002
05.02.011
05.02.003
05.02.006
05.02.007
05.02.009
05.02.005
05.02.010
05.02.039

05.03.001

05.05.001
05.05.004
05.05.006

06.01.001
06.01.002
06.01.003
06.01.015
06.01.004
06.01.005
06.01.006
06.01.007
06.01.008
06.01.009
06.01.010
06.01.011

06.02.001
06.02.008
06.02.009

OObwas xenesocas3biBatoLlas cnocobHocTb chiBopoTkn (OXKCC)
Onpepenenne dpakumm TpaHcdeppuHa (CDT) (anarHocTtuka
3roynoTpebneHns ankoronem)

PacTtBopumble peuienTtopbl TpaHcdheppuHa (sTIR)

TpaHcheppuH

deppUTHH

OpUTPONosTUH

BUOXMMUA MOYU n 6uonornueckux XnaKocreu

PasoBas nopuua mouu

Anba-ammnasa B moye (pasoBas nopuums)
BeTa-2-mukpornobynuH B Moye (pasoBasi nopuusi)

"ntoko3a B Moye (pasoBas nopums)

HesokcunupuamnHonuH (DPD) B moye (pa3oBasi nopuus)
JlnToc-TecT (oueHka cTeneHn kKamHeobpa3oBaHus, rnoko3a, 6enok, pH)
(pasoBas nopums)

MukpoansbymuH B Mo4e (pa3oBasi nopums)

AHanma mouu Ha opraHn4yeckune KMcnoTbl AnAa peten oo 3 ner, paCLIJI/IpeHHbIﬁ

(40 nokasatenen)

CyTo4HasA nopumsa Mmouu

"MoKo3a Mouu (CyTovHasi nopLmsl)

Kanwuin, Hatpui, Xnop (K, Na, Cl) B mo4e (cyTovHas nopumsi)
Kanbuuin o6wwmini Mmo4um (cyTovHasa nopums)

KpeaTnHuH Moun (CyTouHas nopuus)

O6wwin 6enok Mmo4m (CyTovHas nopums)

MarHuii Moum (CyTodHas nopums)

Mukpoanb0yMmH Moun (CyTouHasi nopLuus)

Mo4yeBnHa Mo4m (CyTovHas nopums)

MoueBas kncnota Moum (CyTouHas nopuus)

Okcanatbl B MOYe (CyTovHas nopumsi)

Mpoba Pebepra

docchop HeopraHMYeCkuin Modn (CyToUYHas Nopums)
OnekTpodopes remornobvHa Ans AuarHoCcTUKM remornobuHonatuim
UccnepoBaHue KOHKpemeHTa (Moua)

OnpegeneHve XMMU4YecKoro coctaBa MoyeBoro kKoHkpemeHTta (K-
CMEeKTpoMeTpust)

UccnepoBaHua Kana

Buoxmmnyeckoe nccnegoBaHne MetTabonnM4yeckom akTUBHOCTU KULLIEYHOMN
MUKPOQOopbI

B03MHOUNBHBIN HepoTokcuH (EDN)

XUMOTpPUNCUH

rOPMOHbI KPOBU

®DYHKUMA WUTOBUAHOMN Kenesbl

TupeoTponHbin ropmoH (TTI)

TupokcuH cBoboaHbI (T4 cBOOOAHbIN)

TpwuiogTnpoHnH cBoboaHbIv (T3 cBOBOAHbIN)
TpunoaTMPOHUH peBepcuBHbIN (T3 peBepCUBHbIN)

TupokcunH o6wmn (T4 obwmin)

TpuiioaTMPOHWH obLwmi (T3 obLwmin)

AHTUTENa K TMpeornodynuHy (AHTK-TI)

AHTUTENa K MUKpocoMarnbHoW Tupeonepokcuaase (AHTU-TIMO)
AHTUTENA K peLenTopamM TUpeoTpornHoro ropmoHa (AT pTTI)
TupeornobynuH

TecT nornoweHns TMPeoMaHbIX FOPMOHOB

TupokcuH cBA3bIBaloLLLas cnocobHOCTL chiBOPOTKM (T-uptake)
TecTbl penpoayKummn

donnmkynocTumMynmpyroLmii ropmoH (PCrIN)

AHApPOCTEHANOH

AHOPOCTEHAMON IMIOKYPOHNA

475,00

3830,00
2205,00
795,00
895,00
1910,00

450,00
1685,00
350,00
2310,00

3485,00
965,00

9610,00

380,00
410,00
410,00
380,00
420,00
385,00
615,00
380,00
410,00
1625,00
450,00
435,00
4425,00

5375,00

2645,00
3510,00
2135,00

675,00
715,00
745,00
7755,00
730,00
730,00
900,00
880,00
2140,00
1175,00
965,00
850,00

775,00
1820,00
1940,00



06.02.016
06.02.014
06.02.010
06.02.002
06.02.004
06.02.003
06.02.006
06.02.007
06.02.011

06.02.020
07.00.043
06.02.005
06.02.013
06.02.015
06.02.021

06.03.001
06.03.002
06.03.003
06.03.004
06.03.005
06.03.006
06.03.007
06.03.008

06.04.003

06.04.004

06.04.001

06.04.002

06.09.001

06.09.002

06.05.001
06.05.002
06.05.003
06.05.004

06.05.005
06.05.008

06.06.001
06.06.004
06.06.007
06.06.008
06.06.010

06.07.001
06.07.002
06.07.004

AHTMMIONNepoB ropmoH (AMIT, AMH, MiS)

MmobynwuH, ceasbiBatowmii nonosble ropmoHbl (ITCIIM, SHBG)
HervaposnmangpocTtepoH cynbdat (AM9A-cynbdaT)
TToTenHusnpytowmn ropmoH (JN)

MakponponakTuH (BKrtovaeT onpeaerneHre nponakTuHa)

MponakTunH

MporecTepoH

M'mppokcunporectepoH (17-OH-nporectepoH)

TecTocTepoH o6

TecTocTepoH cBOOOAHLIN (BKMNOYAET onpeaerneHne TectocTtepoHa obLuero u
cBobogHoro, 'CINI (SHBG), pacyeT nHaekca cBO60AHbIX aHOPOreHoB)
ScTporeHbl B KpoBM (3 nokasaTtens)

Octpagmon (E2)

AdvrmgpoTtecTocTepoH

Nurnbux B

MenaToHuH

MpeHaTanbHas gnarHocTnKa

AccounmpoBaHHbIN ¢ 6epemeHHOCTbIO NpoTenH A (PAPP-A)

OcTpuon cBoboaHbIN

O6wwi 6eta-XI'Y (anarHocTka 6epeMeHHOCTH, OHKOMapKep)
CsobogHas cybveguHuua 6eta-XIM'y (npeHaTanbHbIN CKPUHWHN)
Anbda-petonpotenH (ADI)

lMnaueHTapHbIA NakToreH

Tpodobnactunyeckuii 6eta-1-rnmkonpoTenH

MnaueHTapHbI hakTop pocTa (Placental Growth Factor, PIGF)
Mporpamma npeHaTasbHOro CKPUHMUHrA

MpeHaTanbHbIA CKPUHUHT | TpMMecTpa 6epeMeHHOCTH (pacyeT pucka
XPOMOCOMHbIX aHoManui nnoga, nporpamma PRISCA)
MpeHaTanbHbI CKPUHUHT |l TpuMecTpa 6epeMeHHOCTY (pacyeT pucka
XPOMOCOMHbIX aHoManui nnoga, nporpamma PRISCA)
MpeHaTanbHbI CKPUHUHT | TpMecTpa 6epemeHHocTH (10-13 Hepenb):
accoumnpoBaHHbIv ¢ BepemeHHocTbio npoTtenH A (PAPP-A), ceobogHas
cyobeanHuua beta-XIr'd

MpeHaTanbHbIM CKpUHUHT || TpumecTpa 6epemeHHocTn (15-19 Hegenb): anbda-
deTonpoTtenH (APIT), obwmn 6eta-XIY, actpron cBoboaHbIN
Mporpamma npeHaTanbHOro ckpuHuHra (ASTRAIA)

MpeHaTanbHbIM CKPUHUHT | TpumecTpa B6epemeHHocTn ASTRAIA
MpeHaTanbHbI CKpUHUHT | TpuMecTpa 6epemeHHocTn ASTRAIA (6e3 pac4yeTa
puckoB natonoruu nnoaa) (8-14 Hegenb)

Mapkepbl octeonoposa

MapatropmoH

KanbunToHWH

OcTteokanbLUuH

C-koHueBble TenonenTuabl konnareHa | Tuna (Beta-Cross laps)
Mapkep popmupoBaHusa koctHoro matpukca P1NP (N-TepMuHanbHbIv
nponenTug npokonnareHa 1 Tuna)

TpunTasa

DYHKLUMA NOAXKENYAOUHON Kenesbl

NHeynuH

C-nentug

acTpuH (6a3anbHbIn)

CooTHolleHWe KoHLeHTpauuin nencuHoreHa | n nencuHorexa Il
MponHcynuH

PeHuH-anbpocTepoHOBasa cuctema

PeHnH

AnbgoctepoH

AnbaOCTEPOH-PEHUHOBOE COOTHOLLEHNE

FopmoHbl runo¢dusa u runopursapHo-agpeHanoBas cucTema

1850,00
810,00
745,00
775,00

1660,00
775,00
775,00

1010,00
745,00

1615,00
2795,00

775,00
1965,00
1740,00
3270,00

1295,00
865,00
720,00

1545,00
730,00

1240,00
705,00

4600,00

2225,00

2480,00

2200,00
2500,00
4000,00
3525,00

1195,00
1620,00
1300,00
1615,00

2350,00
3670,00

975,00
925,00
1220,00
2490,00
2480,00

1435,00
1250,00
2420,00



06.08.001
06.08.002
06.08.003
06.08.004
06.08.019

06.08.005

06.08.006
06.08.007
06.08.008

07.00.001
07.00.020
07.00.003
07.00.004
07.00.005

07.00.006

07.00.007
07.00.027

07.01.010
07.01.005
07.01.006
07.01.007
07.01.008
07.01.035
07.01.047

08.00.001
08.00.002
08.00.003
08.00.004
08.00.005
08.00.008
08.00.009
08.00.006
08.00.011
08.00.012
08.00.013
08.00.034
08.00.014
08.00.015
08.00.016
08.00.017
08.00.020
08.00.022

08.00.007

09.01.001

09.02.001

AOpPEHOKOPTUKOTPONMHbIV ropMoH (AKTT)
KopTtuson

ComatoTponHbii ropmoH pocta (CTIN)
ComatomeaunH C (UPP-I)

CBo6oaHble MeETaHEPUHBI U HOPMETAHEDPUHDBI B KPOBU

KaTexonamuHbl KpoBM (agpeHanuH, HopagpeHanvH, 4odamMmnH) N CEPOTOHUH
KaTtexonamuHbl kpoBu (agpeHanuvH, HopagpeHanuH, 4oaMnH), CEPOTOHMH 1
ux metabonutel B Mode (BaHWNMIMMHAANbHast KUCNoTa, FoMOBaHUIMHOBas
KMcnota, 5-rmapoKCMMHOO0NYKCYCHas KucnoTta)

CepOoTOHUH
M'mctamuH

FTOPMOHbI mouun, 6uonornyeckux XXngKocten u B gpyrux matepuanax

KopTuaon mouun
17-keToctepoungpl (17-KC)
O6wwwne meTaHepUHbI U HOpMeTaHePUHBI

CBobogHble MeTaHedPVHbI U HOpMEeTaHePUHBbI

KatexonamuHbl Mouu (agpeHanuH, HopagpeHanviH, odamuH)
KatexonamuHbl Mmouu (agpeHanuH, HopagpeHanuH, AohaMuH) U ux
mMeTabonuTbl (BaHUIMNMUHOANBHAA KUCNOTa, TOMOBaHUITMHOBAS KMCMoTa, 5-

MMAPOKCUMHOOMYKCYCHAs KUCNOTa)

MeTabonuTbl KaTexoriaMMHOB B MOYe (BaHVIJ'IVIJ'IMI/IHﬂ,aJ'IbHaﬂ KMCNOTa,
roMmoBaHUINMMHOBaA KACNOTa, 5-FI/ID,pOKCVIVIHJJ,OJ'IchyCHaF| KI/ICJ'IOTa)
SCTporeHbI N nx meTabonuThbl, pacyet COOTHOLLEHWI

FopmoHbI BUonornuyecKux XugKkocrten
TecTocTepoH cBOOOAHLIN B cntoHe, BOXX
MporecTepoH cBo6OAHLIN B crntoHe, BAOXX
HervaposnmangpocTepoH B critoHe, BOXKX
OcTpaguon ceoboaHbI B critoHe, BOXKX
CrepovgHbivi npodune B crtoHe, BOXKX
AHapocTeHanoH (cnioHa) (metoa BOXKX)
MenaToHuH B critoHe

OHKOMAPKEPbDI
PakoBo-ambproHanbHbi aHTureH (POA)
AHTUred CA 19-9

AHTureH CA 72-4

AHTurexH CA 242

AHTureH CA 125

AHTUred CA 15-3

MpocTatocneunduyeckuin aHtureH (MCA) obwuin

Onyxonesbii Mapkep HE 4

AHTUreH NnockokneTouyHon kapumHomsl (SCCA)

®parmeHT untokepatmHa 19 (Cyfra 21-1)
HelpoH-cneundudeckas eHonasa (NSE)
MporactpuH punuaumHr nentug (ProGRP)
BeTta2-mukpornobynuH

Benok S-100

Cneumnduyecknn aHTureH paka modesoro ny3bips (UBC) B moye

OnyxoneBas nupyBaTtkuHasa Tu M2 (B kane)
XpomorpaHuH A CgA

MyumHonogo6HbIN pako-accoummpoBaHHbIn aHTureH (MCA)
MporHocTuyeckasn BepoATHOCTb (3HadeHne ROMA) (BkntodaeT onpegeneHve
aHTureHa CA 125 n onyxonesoro mapkepa HE 4)

MONEKYIAPHAA (OHK/PHK) AUATHOCTUKA METO40M MNUP (KpoBb)

Fenatut A (KpoBb)
PHK Bupyca renatuta A (KpoBb)
Fenatut B (KpoBb)
IHK Bupyca renatuTa B (kpoBb)

1250,00

800,00
1010,00
1800,00
2685,00

3175,00

5735,00
2940,00
3230,00

1255,00
3580,00
3890,00
3205,00
3005,00

6000,00

4035,00
8950,00

2215,00
2215,00
2215,00
2215,00
7045,00
2215,00
2735,00

1155,00
1155,00
1675,00
1195,00
1145,00
1155,00

810,00
1620,00
2890,00
1695,00
2215,00
4485,00
1615,00
3345,00
2365,00
2495,00
4495,00
2445,00

4070,00

1040,00

810,00



09.02.005
09.02.002
09.02.004
09.02.003
09.03.001

09.03.006
09.03.002

09.03.004
09.03.003
09.03.005
09.04.001

09.05.001

09.06.001

09.07.001

09.08.002

09.09.002

09.10.001

09.11.001

09.14.001

09.15.002

09.22.001

10.01.001
10.01.002

10.02.001
10.02.002
10.02.003
10.02.004

10.03.001
10.03.002
10.03.003
10.03.004
10.03.005
10.03.006

10.04.001
10.04.002

IOHK Bupyca renatuta B, ka4. (BbICOKOYYBCTBUTENbHbLIA METOA) (KPOBb)
OHK Bupyca renatuta B, kon. (kpoBb)

IHK Bupyca renatuta B, kon. (BbICOKOYYBCTBUTESbHbLIA MeTOA) (KPOBb)
[OHK Bupyca renatuta B, reHoTunnpoBaHue (KpoBb)

Fenatut C (KpoBb)

PHK Bupyca renatuta C (HCV) (kpoBb)

PHK Bupyca renatuta C (HCV), kau. (BbICOKOYYBCTBUTENBHbIN METOA) (KPOBb)
PHK Bupyca renatuta C (HCV), kon. (kpoBb)

PHK Bupyca renatuta C (HCV), kon. (BbICOKOYYBCTBUTENBHbIA METOA) (KPOBb)
PHK Bupyca renatuta C (HCV), reHoTMnnpoBaHue (KpoBb)

PHK Bupyca renatuta C (HCV), pacwumpeHHoe reHoTunnpoBaHue (KpoBb)
Fenatut D (KpoBb)

PHK Bupyca renatuta D (kpoBb)

Fenatut G (KpoBb)

PHK Bupyca renatuta G (kpoBb)

Bupyc npocrtoro repneca (KpoBb)

[HK Bupyca npoctoro repneca |, Il Tuna (Herpes simplex virus |, 1) (kpoBb)
Bupyc repneca (KpoBb)

OHK Bupyca repneca VI tuna (Human Herpes virus VI) (kpoBb)
Lutomeranosupyc (Kposb)

OHK untomeranosupyca (Citomegalovirus), kon. (kpoBb)

Bupyc dnwreitHa-bapp (KpoBb)

OHK Bupyca OnwTtenHa-bapp (Epstein-Barr virus), kon. (kpoBb)

Bupyc Bapuuenna-3octep (KpoBb)

[OHK Bupyca Bapuuenna-3ocTtep (Varicella-Zoster virus) (kpoBb)
JNucrepuum (KpoBb)

OHK nuctepum (Listeria monocytogenes) (kpoBb)

Tokconnasma (KpoBb)

OHK Tokconnasmel (Toxoplasma gondii) (kpoBb)

BUM (kpoBb)

PHK B4, kon. (kpoBb)

KpacHyxa (KpoBb)

PHK Bupyca kpacHyxu (Rubella virus) (kpoBb)

MOJIEKYNIAPHASA (AHK/PHK) AUATHOCTUKA METO40M MNUP, UXA
(buonornueckue xupgKoctn n buomatepuanbi)

Xnamungun

OHK xnamugumn (Chlamydia trachomatis)

OHK xnamugum (Chlamydia trachomatis), konnyectseHHO

MuKonnasmbl

OHK mukonnasmel (Mycoplasma hominis)

OHK mukonnasmbl (Mycoplasma hominis), konm4ecTBeHHO

OHK mukonnasmel (Mycoplasma genitalium)

OHK mukonnasmbl (Mycoplasma genitalium), konnyectBeHHO
Ypeannasmbl
OHK ypeanna3swmebl
OHK ypeanna3swmsl
OHK ypeannasmbl
OHK ypeannasmbl
OHK ypeannasmbl
OHK ypeannasmbl
FapaHepennsbl
OHK rapaHepennbl (Gardnerella vaginalis)

OHK rapgHepennsl (Gardnerella vaginalis), konm4ecTBeHHO
Heiiccepuu

Ureaplasma urealyticum)

Ureaplasma urealyticum), korim4ecTBEHHO
Ureaplasma parvum)

Ureaplasma parvum), KOnnm4ecTBeHHO
Ureaplasma species)

Ureaplasma species), Konm4ecTBeHHO

.~~~ o~~~

869,00
5210,00
5621,00
2990,00
1065,00

1149,50
3830,00

3960,00
1795,00
4780,00
1035,00

1065,00

605,00

510,00

875,00

665,00

600,00

760,00

700,00

10265,00

1175,00

505,00
545,00

520,00
545,00
505,00
545,00

520,00
520,00
505,00
545,00
520,00
640,00

515,00
545,00



10.05.001 OHK roHokokka (Neisseria gonorrhoeae)
10.05.002 OHK roHokokka (Neisseria gonorrhoeae), Konn4yecTBeHHO
TpenoHembl
10.06.001 OHK 6negHown TpenoHemsl (Treponema pallidum)
MuKo6aKTepumn u nakrobaktepum
10.07.001 OHK mukobakTepun Tybepkynesa (Mycobacterium tuberculosis)
Nucrepun
10.09.001 OHK nucTtepwum (Listeria monocytogenes)
Kanaugbl
10.10.001 OHK kaHamabl (Candida albicans)
10.10.002 OHK kaHamgpl (Candida albicans), konuyecTBeHHO
OHK rpmbos poaga kaHamabl (Candida albicans/Candida glabrata/Candida
10.10.003 krusei) c onpegeneHvem Tuna, kau.
TunuposaHue rpmbos, pacwmpeHHbir (Candida albicans, Fungi spp, Candida
krusei, Candida glabrata, Candida tropicalis, Candida parapsilosis, Candida
10.10.004 famata, Candida guilliermondii)
Tokconnasmbl
10.11.001 OHK Tokconnasmbl (Toxoplasma gondii)
10.11.002 OHK Tokconnasmbl (Toxoplasma gondii), KonnyectBeHHO
CTpenToKOKKHU
10.08.002 OHK ctpenTtokokkoB (Streptococcus species)
TpuxomoHaabl
10.12.001 OHK TpuxomoHagp! (Trichomonas vaginalis)
10.12.002 AHK tpuxomoHaas! (Trichomonas vaginalis), konnyecTseHHO
LuTomeranosupyc
10.13.001 AHK ymtomeranosupyca (Cytomegalovirus, CMV)
10.13.002 AHK umTtomeranosupyca (Cytomegalovirus, CMV), Konm4ecTBeHHO
Bupyc npoctoro repneca l v Il Tuna
10.14.001 OHK Bupyca npoctoro repneca | Tuna (Herpes simplex virus 1)

10.14.002 OHK Bupyca npoctoro repneca | Tuna (Herpes simplex virus |), konm4ecTBEHHO
10.14.003 OHK Bupyca npoctoro repneca |l Tuna (Herpes simplex virus 11)

IOHK Bupyca npoctoro repneca Il Tuna (Herpes simplex virus Il),
10.14.004 Konu4yecTBeHHO
10.14.005 OHK Bupyca npoctoro repneca | v |l Tunos (Herpes simplex virus | n ll)

Bupyc repneca IV, VI, VIl n VIlIl Tvnos
10.15.001 AHK supyca repneca VI Tuna (Human Herpes virus VI)
10.15.002 OHK Bupyca repneca VI tuna (Human Herpes virus VI), konmyecTBeHHO
10.15.003 AHK supyca repneca VIl Tuna (Human Herpes Virus VII)

Bupyc dnwreitHa-bapp
10.16.001 OHK Bupyca InwrterHa-bapp (Epstein-Barr virus)
10.16.002 OHK Bupyca 3nwrenHa-bapp (Epstein-Barr virus), konuyectBeHHO

Bupyc Bapuuenna-3ocrep
10.17.001 OHK Bupyca Bapuuenna-3octep (Varicella-Zoster virus)

AwvarHoctuka nanmnnomasupyca mertogom MNuypP

OHK BMNY nanunnomasupyca (Human Papillomavirus) 6/11 Tunoe ¢
10.19.001 onpeneneHvem Tuna

OHK BMNY nanunnomasupyca (Human Papillomavirus) 6/11 Tunoe ¢
10.19.002 onpeneneHvem Tuna, KONM4eCcTBEHHO
10.19.003 AHK BIMN4Y nanunnomasupyca (Human Papillomavirus) 16 Tnna
10.19.004 OHK BINY nannnnomaeupyca (Human Papillomavirus) 18 Tnna

AHK BINY nanunnomasupyca (Human Papillomavirus) 16/18 Tunos,
10.19.005 KonMYecTBEHHO

OHK BMNY nanunnomasupyca (Human Papillomavirus) 31/33 tunos ¢
10.19.006 onpefgeneHnem Tvna

OHK BMNY nannnnomasupyca (Human Papillomavirus) 31/33 tunos ¢
10.19.007 onpefneneHneM TMna, KONUYECTBEHHO

515,00
560,00

520,00

835,00

760,00

520,00
560,00

865,00

1475,00

520,00
860,00

960,00

515,00
560,00

575,00
565,00

485,00

520,00
500,00

520,00
530,00

530,00
600,00
560,00

505,00
605,00

515,00

720,00
960,00
500,00
500,00
725,00
415,00

475,00



10.19.008

10.19.009

10.19.085

10.19.042
10.21.001
10.21.002
10.21.006
10.21.003
10.21.017
10.21.047
10.22.002
10.23.001
10.24.005
10.25.001
10.26.001
10.26.009
10.26.006
10.26.003
10.26.019

10.33.001

10.31.001

10.31.027

10.31.002
10.31.037

10.48.004

11.01.001
11.01.002

11.02.001

OHK BIMNY nanunnomaeumpyca (Human Papoiilmavirus) Beicokoro
KaHLeporeHHoro pucka (16-70 TunoB) 6e3 onpeneneHns Tuna

OHK BIMNY nanunnomaeupyca (Human Papoiilmavirus) Beicokoro
KaHLeporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 Tnnos) ¢
onpegenexHvem Tmna

OHK nanunnomasupycos (Human Papillomavirus) paclumpeHHbIn CKpUHUHT C
onpegenerHnem 14 tunos (KoHTpornb B3ATUS Matepuana, tunsl 6, 11, 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59), KONM4eCTBEHHbIN

OHK BIMNY nanunnomaBmpyca HU3KOOHKOreHHOro pucka - 3 Tunos: 6, 11, 44 +
16, 18, 26, 31, 33, 35, 39, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 BbICOKOIO
OHKOrEHHOTO pUcKa C onpegeneHmem Tuna, Konm4ecTBeHHO

KuweuHble MHOeEKLUM

[OHK canbmoHenn (Salmonella species)

OHK Bo3byautens ncesgoTtybepkynesa (Yersinia pseudotuberculosis)

OHK ageHosupyca (Adenovirus)

OKMW-tecT (Shigella spp./Salmonella spp./Campylobacter spp./Adenovirus
F/Rotavirus A/Norovirus 2/Astrovirus/E. coli (EIEC))

KuweuHasi nanodka, AMaperiHbli CMHOPOM, aHTUreHHbIn TecT (Escherichia coli
0157:H7, swepnxmos)

KonnyectBeHHOe onpeaeneHne MMKpobUuoLieHO3a TONCTOro KMLLEYHMKA.
KOJTIOHO®IOP [Mpemuym (MeTabonmam+6moLeHos)

3HTepoBUpYyC

PHK anTepoBupyca (Enterovirus), kan

PotaBupyc 1 actposupyc

PHK potasupycos (Rotavirus) An C

Hoposupyc 1 1 2 Tunos

PHK Hoposupycos (Norovirus) Il rpynnel B kane

MapsoBupyc

OHK napsosupyca B19 (Parvovirus B19)

PecnupatopHble BUpYCHble MH}pEKLUn

PHK Bupyca rpunna (Influenza virus) A/H1N1 (cBuHoM rpunn)

PHK Bupycos rpunna A/ H1IN1, A/ H3N2

PHK Bupyca rpunna A un B (Myxovirus influenza)

OPBW-CkpuH

KopoHasupyc (Coronavirus) SARS-CoV2, PHK (meTogom IMLP)
MHeBmouUcTa

OHK nHeBmoumcTbl (Pneumocystis jirovecii (carinni))

OHK/ PHK/ NXA KomnsieKCHble nccneposaHus

OHK komnnekcHoe nccnenosaHve Ha renbMuHTO3bI (Ascaris lumbricoides,
Enterobius vermicularis, Opisthorchis felineus, Taenia solium, Diphyllobothrium
latum)

Mwuko3oCkpwuH (TunupoBanue HK Candida, Malassezia, Saccharomyces u
Debaryomyces)

IOHK komnnekcHoe nccnegoBaHve Ha npocterwme (Lamblia Intestinalis
Giardia, Blastocystis hominis, Dientamoeba fragilis, Isospora belli,
Cryptosporidium parvum, Entamoeba histolytica)

PHK komnnekcHoe nccnepgosaHue Ha Potasupyc/Actposupyc/Hoposupyc
Mpouyee

OHK rpuboe gepmartogutor (Dermatophytes) (Trichophyton, Epidermophyton,
Microsporum)

CEPO/IOrMYECKUE MAPKEPbI UHOEKLIMOHHbIX 3AE0/IEBAHUIA
AwnarHoctuka renatuta A

AHTUTENA K BUpYCy renatuta A, IgM (Anti-HAV IgM)

AHTuTEna K Bupycy renatuta A, IgG (Anti-HAV 1gG)

AwnarHoctuka renatuta B

[MoBEPXHOCTHBIV aHTUrEH BUpYyca renatuta B (aBCTpanuMickum aHTuUreH,
HbsAQ)

1360,00

1425,00

2000,00

3559,00
860,00
635,00

1270,00

1975,00

2310,00

5350,00
775,00

1300,00

1300,00
860,00

3875,00

3020,00

1300,00

2665,00

1820,00

785,00

2730,00

3390,00

2855,00
1395,00

1540,00

1235,00
980,00

545,00



11.02.002
11.02.003

11.02.004
11.02.005
11.02.006
11.02.007

11.03.001
11.03.002

11.04.001
11.04.002

11.05.001
11.05.002

11.06.001

11.07.001
11.07.002

11.07.004
11.07.005
11.07.006
11.07.007

11.08.001

11.09.001

11.09.003

11.09.004
11.09.005
11.09.006
11.09.007
11.09.008
11.09.009
11.09.010
11.10.001
11.11.002

11.11.003
11.11.004

11.12.001

[MoBEpPXHOCTHBIV aHTUreH BUpyca renatuta B (aBCTpanuMickum aHTUreH,
HbsAg), kon.

AHTUTENA K NOBEPXHOCTHOMY aHTUreHy Bupyca renatuta B (Anti-HbsAg)
AHTUTENa K agepHOMY (Cor) aHTUreHy Bupyca renatuta B, cymmapHbie (Anti-
HBc)

AHTUTENA K siAepHoOMY (cor) aHTuUreHy Bupyca renatmta B, IgM (Anti-HBc IgM)
AHTuren HBe Bupyca renatuta B (HbeAg)

AHTuTEna kK HBe-aHTureHy Bupyca renatuta B, cymmapHbie (Anti-HBe)
AwvarHoctuka renatura C

AHTuTena k supycy renatuta C, cymmapHbie (Anti-HCV)

AHTUTENa K BUpYycy renatuta C, IgM (Anti-HCV IgM)

AwvarHoctuka renatuta D

AHTuTEna K Bupycy renatuta D, cymmapHbie (Anti-HDV)

AHTUTENa K BUpYycy renatuta D, IgM (Anti-HDV IgM)

AwvarHoctuka renatuta E

AHTuTena k supycy renatuta E, IgM (Anti-HEV IgM)

AHTUTENa K BUpYycy renatuta E, IgG (Anti-HEV 1gG)

AwnarHoctuka BUM-undpekuumn

Onpegenexuve antuten kK BUY (tTunos 1 n 2 n aHtureHsl Anti-HIV 1,2)
[AwnarHoctnka cupunuca

Mukpopeakuust Ha cudunuc kadecteeHHo (RPR)

Mukpopeakuust Ha cudunuc, nonykonudectseHHo (RPR)

Peakuumsa naccuBHou remarrnioTnHaumm Ha cudpunuc (PICA),
NOMyKonMyecTBEHHO

AHTUTENa K 6riegHon TpenoHeMe (Treponema pallidum), cymmapHble
AHTuTena k 6negHon TpenoHeme (Treponema pallidum), IgM

AHTUTENa K 6regHom TpenoHeme (Treponema palidum), IgG

AwnarHoctuka T-amm¢oTponHbIX BUPYCOB YenoBeKa

AHTUTENa K aHTureHam T-numdoTponHbix Bupycos (HTLV) 1 n 2 Tunos
Bupyc npocrtoro repneca

AHTUTEnNa K BUpYycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, 1),
IgM

AHTUTEnNa K BUpYycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, 1),
19G

AsungHocTb IgG k Bupycy npoctoro reprnieca |, Il Tunos (Herpes simplex virus |,
1) (BkrtouaeT onpeaeneHne aHTUTEN K BUPYCY NpocToro repneca |, Il Tunos,
1gG)

AHTUTENAa K BUpYycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, II),
IgM (MMMyHOGOT)

AHTUTENAa K BUpYycy npoctoro repneca |, Il Tunos (Herpes simplex virus |, II),
IgG (MMMYHOGNOT)

AHTUTENa K BUpYycy npoctoro repreca | Tuna (Herpes simplex virus 1), IgM
AHTUTEna K Bupycy npoctoro repneca | tuna (Herpes simplex virus ), 1IgG

AHTUTEna K Bupycy npoctoro repneca Il Tuna (Herpes simplex virus Il), IgM

AHTUTEna K Bupycy npoctoro repneca Il Tuna (Herpes simplex virus Il), 1IgG
Bupyc repneca VI, VIll Tuna

AHTuTena k Bupycy repneca VI tuna (Human herpes virus VI), 1IgG

Bupyc Bapuuenna-3ocrep

AnTuTena k supycy Bapuuenna-3octep (Varicella-Zoster), IgM

AHTUTEna K BUpYycy Bapuuenna-3octep (Varicella-Zoster), IgA

AnTuTena k Bupycy Bapuuenna-3octep (Varicella-Zoster), 1IgG

Bupyc dnwreiiHa-bapp (MHPEKLNOHHDbIF MOHOHYKNEO03)

AHTUTENA K KancugHoMy aHTUreHy Bupyca OnwtenHa-bapp (Epstein-Barr
virus), IgM

1775,00
935,00

915,00
1115,00
960,00
915,00

785,00
780,00

995,00
995,00

1115,00
1135,00

620,00

515,00
520,00

655,00
825,00
1065,00
775,00

1810,00

890,00

875,00

950,00
6310,00
6310,00

895,00

940,00

830,00

835,00

970,00
1175,00

1335,00
1065,00

870,00



11.12.002

11.12.003

11.12.004

11.12.005

11.12.006

11.12.007

11.13.001
11.13.003

11.13.004
11.13.005

11.14.001
11.14.002

11.14.003
11.15.001
11.15.002
11.15.003
11.15.004

11.16.001
11.16.002

11.17.001

11.18.001
11.18.002

11.19.001
11.19.002
11.19.004

11.19.003

11.20.001
11.20.002
11.20.003

11.21.001
11.21.002

11.22.001
11.22.002
11.22.003

11.22.011
11.22.004

AHTUTENA K KancugHoMmy aHTUreHy Bupyca OnwtenHa-bapp (Epstein-Barr
virus), IgG

AHTUTENA K paHHeMY aHTUreHy Bupyca dnwTtenHa-bapp (Epstein-Barr virus
EA), IgG

AHTUTENA K SsAepHOMY aHTUreHy Bupyca AnwitenHa-bapp (Epstein-Barr virus
EBNA), 1gG

AsunpgHocTb IgG k Bupycy InwrteriHa-bapp (Epstein-Barr virus) (Bkntodaet
onpegeneHve aHTUTen K KancuaHoMy aHTUreHy Bupyca dnwTenHa-bapp, 1gG)

AHTUTENA K BUpYycy dnwTtenHa-bapp (Epstein-Barr virus), IgM (MMmyHO6110T)

AHTUTENa K BUpycy OnwTtenHa-bapp (Epstein-Barr virus), IgG (nMmyHO60T)
UutomeranosupycHasa nHeekums

AHTUTENa K UMnToMeranosupycy (Cytomegalovirus), IgM

AHTUTENa K umTomeranosupycy (Cytomegalovirus), IgG

AsungHocTb IgG k umtomeranosupycy (Cytomegalovirus) (Bkntovaet
onpegernexHve aHTMTen K uutomeranosupycy, 1gG)

AHTuTEna Kk umtomeranosupycy (Cytomegalovirus), 1IgG (MMMyHO6110T)
[narHoctuka Bupyca KpacHyxu

AHTUTENA K BUpYCy KpacHyxu (Rubella virus), IgM

AHTUTEna K BUpYycy kpacHyxmu (Rubella virus), 1gG

ABngHocTb IgG K BUpPYCY KpacHyxu (BKINOYaeT onpeaerneHme aHTuTen K BUupycy
kpacHyxu (Rubella virus), 1gG)

[unarHoctuka Tokconnasmosa

AHTUTEna Kk Tokconnasme (Toxoplasma gondii), IgM

AHTuTena k Tokconnasme (Toxoplasma gondii), IgA

AHTUTEna Kk Tokconnasme (Toxoplasma gondii), IgG

AsunpgHocTb IgG k Tokconnasme (Toxoplasma gondii) (BkntoyaeT onpegenexHme
aHTUTen K Tokconnasme, 1gG)

AwnarHocTtuka napsosupyca

AHTUTEna k napsosupycy (Parvovirus) B19, IgM

AHTuTEna kK napsosupycy (Parvovirus) B19, IgG

AunarHocTtuka smpyca Kopm

AHTUTENA K BUpYCy kopu (Measles Virus), IgG

[vnarHoctuka Bupyca anMaeMun4ecKkoro napoTuTa

AHTUTENa K BUpYyCy anugemMuyeckoro naporturta, IgM

AHTUTENA K BUPYCY anugemMunyeckoro naportura, 1gG

[unarHocTyMKa KoK/lowWa U NapaKoKoLWa

AHTUTEnNa K KoKMoLLHOMY TOoKkcUHy (Bordetella pertussis), IgA

AHTUTENA K KOKIMOLWHOMY TOKCcUHY (Bordetella pertussis), 1IgG

AHTUTENa K Bo36yautento kokntowa (Bordetella pertussis), IgM

AHTUTENA K BO3byauTensm KoknoLia u napakoknowa (Bordetella pertussis,
Bordetella parapertussis), cymmapHbie (PINTA)

[narHocTMka afeHOBUPYCHOM MHPEKLUK

AHTuTEna Kk AgeHoBupycy (Adenoviridae), IgM

AHTuTena k AgeHosupycy (Adenoviridae), IgA

AHTuTEna K AgeHoBupycy (Adenoviridae), IgG

[varHoctuka gudprepun n ctonbHaka

AHTUTENa K Bo3byautento audtepum (Corynebacterium diphtheriae)
AHTUTENA K BO3byautento ctonbHsika (Clostridium tetani)

[AunarHocTuka xnamnamosa

AnTuTena k xnammaun (Chlamydia trachomatis), IgM

AHTuTEna K xnamugum (Chlamydia trachomatis), IgA

AnTtuTena k xnammgum (Chlamydia trachomatis), IgG

AHTUTENA K xnamugumn 6enok Tennosoro woka (Chlamydia trachomatis), IgG
(Anti-cHSP60 1gG)

AHTuTena Kk xnamugodune (Chlamydophila pneumoniae), IgM

980,00
1000,00

890,00

1300,00
3930,00
3930,00

985,00
785,00

1555,00
5305,00

990,00
775,00

1245,00
1010,00
705,00
775,00
1385,00

1115,00
1115,00

1175,00

1060,00
1060,00

1105,00
1105,00
1210,00

1075,00

1050,00
1050,00
1050,00

1165,00
1115,00

850,00
905,00
940,00

1020,00
835,00



11.22.005
11.22.006

11.23.002
11.23.003
11.23.004
11.23.005
11.23.006

11.24.002
11.24.003

11.25.001

11.26.001
11.26.002
11.26.003

11.27.001

11.29.001

11.30.001

11.30.005

11.32.001
11.32.002

11.33.001
11.33.002

11.34.001
11.34.002
11.34.003
11.34.004

11.35.001
11.35.002
11.35.003
11.35.004
11.35.005
11.35.006
11.35.007
11.35.008
11.35.009
11.35.010
11.35.021

11.35.036

11.36.001
11.36.002

11.37.001

AHTuTEna Kk xnamugodune (Chlamydophila pneumoniae), IgA
AHTuTEna K xnamugodune (Chlamydophila pneumoniae), IgG
[unarHocTMka mmkonsiasmosa

AHTUTEna K Mukonnasme (Mycoplasma hominis), IgA

AHTuTENa K Mukonnasme (Mycoplasma hominis), IgG

AHTUTENa K Mukonnasme (Mycoplasma pneumoniae), IgM
AnTuTena k mukonnasme (Mycoplasma pneumoniae), IgA
AHTUTENa K Mmnkonnasme (Mycoplasma pneumoniae), IgG
[unarHocTuka ypeannasmosa

AHTuTENa K ypeannasme (Ureaplasma urealyticum), IgA
AHTUTena Kk ypeannasme (Ureaplasma urealyticum), IgG
[unarHocTtMka TpMxomoHmasa

AHTuTEna K TpuxomoHaze (Trichomonas vaginalis), IgG
[AunarHocTuka KaHaAnA03a

AHTUTEna K kaHgmae (Candida albicans), IgM

AHTuTEna K kanguge (Candida albicans), IgA

AHTUTena Kk kaHguage (Candida albicans), IgG

AvarHocTtuKa acneprunanesa

AHTuTEna K rpubam (Aspergillus fumigatus), 1IgG

[AvnarHoctuka Ty6epkynesa

AHTUTENAa K MMKODakTepusim Tybepkynesa (Mycobacterium tuberculosis),
CyMMapHble

[unarHocTuka nermoHennesa

AHTuTEna Kk nernoHennam (Legionella pneumophila), cymmapHsie
Jlernoxenna, BbIBNEHNe aHTUreHa B Moye, MMMyHOXpomatorpadus
(Legionella pneumophila, One step rapid immunochromotographic assay,
antigen, urinae)

[AunarHoctuka 6pyuennesa

AHTUTEna Kk 6pyuenne (Brucella), IgA

AHTuTEna K 6pyuenne (Brucella), IgG

[unarHocTuka Bupyca KnewieBoro sHuedanurta

AHTUTEnNa K BUPYCY KneLieBoro aHuedanuTa, IgM

AHTUTENa K BUPYCY KneweBoro aHuedanuta, 1gG

[AwnarHoctuka 6oppennosa

AHTUTENa K 60oppenuam (Borrelia burgdorferi), IgM

AHTuTena k 6oppenusam (Borrelia burgdorferi), IgG

AHTUTENa K 6oppenusam (Borrelia), IgM (MMmyHO60T)

AHTUTEna K 6oppenuam (Borrelia), IgG (MMMyHOGROT)
[unarHocTMka reibMUHTO308B

AHTuTena k onuctopxmucam (Opisthorchis felineus), IgM
AHTuTEna k onuctopxmucam (Opisthorchis felineus), 1IgG
AHTUTEnNa K axuHokokkam (Echinococcus granulosus), IgG
AHTUTENA K TOKCOKapaM (Toxocara canis), IgG

AHTuTena Kk TpuxmHennam (Trichinella spiralis), 1gG

AHTUTENA K wWnctocomam (Schistosoma mansoni), IgG
AHTUTEna K yrpuuam knwedHbiM (Strongyloides stercoralis), 1IgG
AHTUTENA K UMCTMLIEPKaM CBUHOrO LenHsa (Taenia solium), IgG
AHTUTEnNa K nedeHoYHbIM cocanbLiukam (Fasciola hepatica), IgG
AHTUTENA K ackapugam (Ascaris lumbricoides), IgG

AHTUTena Kk aHu3akuge (Anisakis), IgG

AHTUTENA K TpemMaTogam (MeyYeHouHbI cocanblumk Fasciola hepatica,
kowwaybsa Asyyctka Opisthorchis felineus), IgG, cymmapHo
JAwarHoctuka nambnmnosa

AHTUTEna K nambnuam (Lamblia intestinalis), cymmapHbie
AHTuTena k nambénuam (Lamblia intestinalis), IgM

JAwarHocTtuka amebuasa

AHTUTENa K amebe amseHTepuiiHon (Entamoeba histolytica), IgG
[unarHocTuka xenukobakTepmosa

905,00
835,00

940,00
725,00
790,00
785,00
820,00

870,00
870,00

940,00

760,00
760,00
980,00

830,00

2200,00

940,00

2485,00

700,00
705,00

940,00
940,00

1055,00
1055,00
2835,00
2835,00

1005,00
1175,00
1055,00

760,00

750,00
1100,00
1160,00
1160,00
1210,00
1255,00

950,00

1020,00

925,00
760,00

1055,00



11.39.001
11.39.002
11.39.003

11.41.001

11.42.007

11.42.001

11.43.001

11.44.001

11.45.001
11.45.003

11.46.001

11.50.001

11.51.001

11.51.002

12.00.001
12.00.002
12.00.003

12.00.004

12.00.019
12.00.005
12.00.006
12.00.009
12.00.010
12.00.011
12.00.012

12.00.013
12.00.016
12.00.017
12.00.022
12.00.023
14.00.032

12.00.260
12.00.123

13.00.025

13.00.113

AHTUTEna K xenukobaktepy (Helicobacter pylori), IgM

AHTuTEna K xenukobakrepy (Helicobacter pylori), IgA

AHTUTENa K xenukobaktepy (Helicobacter pylori), IgG

[AunarHocTuka wurennesa (auseHTepun)

AnTtutena k wurennam (Shigella flexneri I-V, VI, Shigella sonnei)
[AnarHocTtuka ncesaotybepkynesa u nepcMH1Mosa

AHTUTENa K Bo3byautensam nceBgotybepkynesa (Yersinia pseudotuberculosis)
PIrA, cymmapHbie

AHTuTENa K BO3byauTenam ncesgoTybepkynesa n nepcmHuosa (Yersinia
pseudotuberculosis u Yersinia enterocolitica), IgA+IgG

[unarHoctuka canbmoHennesa

AHTUTENa K canbmoHennam (Salmonella) A, B, C1,C2,D, E
[unarHoctuka 6plowHoro Tuda

AnTuTena k Vi-aHtureny Bobyautens 6ptowHoro Tuga (Salmonella typhi)
[AunarHoctuka supyca Kokcaku

AHTuTena k Bupycy Kokcakn (Coxsackievirus), IgM

AnTuTena k supycy Kokcaku (Coxsackievirus), IgM, kau.

[narHocTMka MeHUHrOKOKKOBOI1 MHpeKLUn

AHTUTENA K MeHNHIToKokKy (Neisseria meningitidis)

AvarHocTuKa K1oHopxo3a

KnoHopxo3s (Clonorchis sinensis), 1gG

[varHocTuka pecnupaTtopHO-CMHLUTUANILHOTO BMpPYCa YesioBeKa
AHTUTEna k PecnvpaTopHo-cuHUMTHansHomMy Bupycy (Human respiratory
syncytial virus RSV), IgM

AHTUTEna k PecnvpaTopHo-cuHUMTHansHomMy Bupycy (Human respiratory
syncytial virus RSV), 1gG

LUTONOINMYECKMUE UCCNNEAOBAHUA

LinTonornyeckoe nccnegosaHue cockoba 13 Bnaranviia
LinTonoruyeckoe nccnepoBaHune cockoba C LWENKN MaTku
LinTonornyeckoe nccnegoBaHue cockoba 13 LepBuKanbHOro kaHana
LinTonornyeckoe nccnegoBaHne CMeLlaHHOro cockoba € LWenkn MaTki 1 n3
LilepBMKanbHOro KaHana

LinTonornyeckoe nccnegoBaHne cockoboB C MOBEPXHOCTU LLEWVKN MaTKN U
LiepBMKanbHOro kaHana - okpaiumsaHue no lNMananukonay (PAP-TecT) 2 cTekna
LinTonornyeckoe nccnegoBaHue acnupara U3 nonoctu MaTtku
LinTonornyeckoe nccnegoBaHne MOKpPOThI

LinTonornyeckoe nccnenoBaHue NyHKTaToOB MOMOYHON XKene3bl U KOXK
LinTonornyeckoe nccnegoBaHmne MyHKTaToOB LLMTOBUAHOM Xeresabl
LinTonornyeckoe nccnegoBaHne NyHKTaToOB OPraHoOB U TKAHEMN
LinTonoruyeckoe nccnenoBaHne 3H4OCKOMMYECKOro MaTepuana
LinTonoruyeckoe nccnegoBaHue matepuana, nosly4eHHOro Npu XnMpypruyeckmx
BMeELLATENbCTBaX

LinTonormyeckoe nccnegoBaHue aHAOCKOMMYECKOrO MaTepuana Ha
Helicobacter pylori

LinTonoruyeckoe nccnenoBaHue oTAENSIEMOrO MOJTOYHOW Xerne3bl
LinTonornyeckoe nccnenosanne HoBoo6pasoBaHuii KOXHn
LinTonornyeckoe nccnegoBaHne ocagka Mo4m

KoHcynbTaums rotoBbIX UMTONOIMYECKNX NpenapaToB (OAHO CTEKIO)
LinTonormyeckoe nccnegoBaHue cMeLLaHHOro cockoba ¢ LIeKn MaTtku 1
LiepBMKanbHOro KaHarna - okpaiuvsanue no Nananukonay (PAP-TecT)
Lintonoruyeckoe uccneaoBaHne acunUTUYECKON XUAKOCTU

XUOKOCTHAA umuTonorua

YKngkoctHasa umntonorus BD ShutrPath n3 nyHkTaTtoB MOMOYHOM Xenesbl
BlMY-TecT BbICOKOrO KaHUeporeHHoro pucka (16-68 Tunos: 16, 18 ¢
onpegenexHnem tuna; 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 6e3
onpegeneHnst Tuna)

1130,00
1125,00
865,00

1990,00

715,00

970,00

715,00

900,00

2145,00
1990,00

1460,00

1060,00

1460,00
1460,00

985,00
1165,00
1165,00

1245,00

1795,00
1135,00
1135,00
1135,00
1135,00
1135,00
1135,00

1135,00
1135,00
1135,00
1135,00
1135,00
1975,00

1700,00
1135,00

2420,00

2365,00



13.00.068

13.00.067

13.00.075

14.00.004

14.00.006
14.00.007
14.00.008
14.00.023
14.00.038

14.01.001

14.01.052

14.01.104

14.01.105
14.01.106

14.01.107

14.01.082

14.00.128
14.00.110

15.00.001
15.00.015
15.00.016
15.00.017
15.00.018
15.00.019
15.00.020
15.00.021
15.00.022
15.00.023
15.00.024

15.00.032
15.00.033
15.00.034
15.00.079
15.00.245
15.00.328

15.00.327
15.00.326

CKpUWHUHT paka LWenKkn MaTku, ko-tectupoBanue: MNAl-TecT (kngkoctHas
umTonorns) n paclumpenHein Br4y-rect 21 tin, konny.

CKpUWHUHT paka LWenKkn MaTku, ko-tectupoBanue: MNAl-TecT (kngkoctHas
umtonorus) n BrN4Y-tect 14 Tunos, konuy.

BlMY-TecT (BekTop-becT) BLICOKOro KaHLeporeHHoro pucka (16-68 tvnos: 16,
18 c onpenenexHnem Tuna; 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 6e3
onpegenexHvs Tuna)

TMCTONOMM4YECKUE UCCNEOOBAHUA

MmcTonormnyeckoe uccrnegosaHme BMONCUMHOIO MaTepuana
'McTonorndeckoe nccnegoBaHue 3HAOCKOMMYECKOro MaTepuana ¢
BblsiBreHneM Helicobacter pylori

'McTonornyeckoe nccnegoBaHue nannenb-6noncumn aHAOMeTpuUs
KoHcynbTaums rotoBbix npenapaTtos (1 Nnokyc)

JononHuTeneHOE N3roTOBMEHNE MUKPONpPENnapaTos

Onpepenexne peuentopa PD-L1 B TkaHu onyxonu metogom UIMX
ucTonormyeckme uccnesoBaHUA IKCNEPTHONO YPOBHA

'McTonornyeckoe nccnegoBaHue 3HAOCKONMYECKOro MaTepurana (NpocToe —
00 3 KyCOYKOB) NULLIEBOAA, Xenyaka, KULIKK, BpoHxa, ropTaHu, Tpaxeu.
HekanbunHaLmsa KOCTHON/XPSLWEBOWN TKAHW NPU MTMCTONOMMYECKOM
nccneaoBaHUM KOCTHOM TKaHU

'McTonornyeckoe nccnegoBaHne CNOXHOro onepauuoHHoro MaTepurana
(NpraaTKy, y3rbl MMOMbI, KOHYC LLEVKWU MaTKW, CEKTOparnbHas pe3ekuus,
rPbPKEBON MELLOK, XXEMNYHbIN Ny3bipb, anneHauKe, LONS WUTOBUAHON Xeneasbl,
pesekumsa neyeHn, xenyaka u np.), LDG

KomnnekcHoe ructonornyeckoe ncecnegoBaHve cockoba LepBUKanbHoro
KaHana n Guoncum Wwenkn matku (2 koHTenHepa), LDG

M'McTonormyeckoe uccnegoBaHne KOCTHO-XpsiLLEBbIX obpa3oBaHuii, LDG
['McTonornyeckoe nccnegoBaHue KoXn U NOAKOXHbIX 06pa3oBaHnii CIOXHOE,
LDG

'McTonornyeckoe uccregoBaHue onepaumMoHHoro matepmana knacca UN-5
(Unim)

KomnnekcHoe ructonornyeckoe ncecnegosaHme 3HAOMETPUsi C NonmMnom (2
KOHTenHepa)

OnpepgeneHve Hannyna amunonaa

MMMYHOIMCTOXUMWUYECKMUE UCCNTEAOBAHUA
MMmyHorncToxumuyeckoe uccnegosanHune (1 aHTUTenNo)
MMmyHOrncToxummuyeckoe uccrnenoBaHune (2 aHturtena)
MMmyHorncTtoxumuyeckoe uccnegosaHune (3 aHTutena)
MMmyHOrncToxummuyeckoe uccrnenoBanune (4 aHturtena)
MmmMyHornctoxmmmyeckoe nccnegosanue (5 aHtuten)
MMmyHOrncToxummuyeckoe nccrnegoBanme (6 aHTuTen)
MMMyHorncToxmmmyeckoe nccrnegoBaHue (7 aHTuTen)
MMmyHOorncToxummuyeckoe nccrnegoBanme (8 aHtTuTen)
MMmyHornctoxummuyeckoe nccnegosanHue (9 aHtuTen)
NmmyHornctoxmmmyeckoe nccnegosanue (10 aHtuten)
MMMYHOIMCTOXMMUYECKUI NPOrHOCTUYECKMn Mapkep (1 aHTuTeno)
MMMyHOrMCTOXMMMYECKOe MCCrnedoBaHue peLenTopHOro cratyca dHAOMETpHs,
ctaHgapTHoe (cdhasa cekpeuun (ER/PR/CD138/CD56))
MMMyHOrMCTOXMMMYECKOE MCCedoBaHNe peLenTopHOro cratyca dHAOMeTpHs,
paclwmpeHHoe (dasa cekpeuun (ER/PR/CD138/CD56/LIF))
MMMyHOrMCTOXMMMYECKoe MccrnegoBaHue AMarHoCTUKa XpOHUYECKOro
aHpomeTpuTa (thasa nponudepaumn (CD20/CD138/CD56/HLA-DR))
KomnnekcHoe rmctonornyeckoe n MMMYHOIMCTOXMMUYECKOE uccnegoBaHmne ¢
onpegeneHnemM peLenTopHOro ctaTyca paka MmonoyHou xenesbl (PR, ER, ki67,
Her2 neu)

MmmyHornctoxmmmyeckoe nccnegosanue (1 UMX peakumns)

UIrX nccneposanue (go 4 antuten), Unim

UrX nccneposanue (5-10 antuten), Unim

UIrX nccneposanue (6onee 10 aHtuten), Unim

5005,00

3380,00

2010,00

3165,00

3380,00
3065,00
5440,00
865,00
16780,00

3485,00

2580,00

8000,00

4230,00
7840,00

4515,00
59365,00

4365,00
2435,00

4540,00

7490,00
13370,00
16720,00
18390,00
23660,00
25675,00
29360,00
35495,00
36675,00
10415,00

12260,00
15380,00
12090,00
24255,00

6700,00
18060,00

31095,00
54020,00



15.00.247

15.00.249

15.00.250

15.00.251

16.01.001
16.01.002
16.01.003
16.01.004
16.01.005
16.01.006
16.01.007
16.01.008
16.01.009

16.01.014
16.01.016
16.01.015
16.01.017
16.01.018

16.02.001

16.02.004
16.02.005
16.02.030

16.04.001
16.04.002
16.04.003
16.04.005
16.04.007

16.05.012
16.05.001
16.05.002
16.05.025
16.05.003
16.05.004
16.05.005
16.05.006
16.05.007
16.05.016
16.05.008
16.05.009
16.05.010
16.05.027

18.01.001
18.01.002

KomnnekcHoe ructonorniyeckoe n MMmyHornctoxmmmndeckoe (UMX)
uccnegoBaHue buoncuiiHoro matepuana (CD138)
MMmyHorncTtoxmmuyeckoe uccnegosaHune, onpegenexdne akcrnpeccun PDLA
(knoH SP263)

MMmyHorncTtoxmmuyeckoe uccnegosaHune, onpegenedne akcrnpeccun PDLA
(knoH SP142)

KomnnekcHoe ructonornvyeckoe n MMmyHornctoxmmmndeckoe (UNMX)
uccrnegosaHve npu onyxony MONMOYHOM Xenesbl

(ER, PR, Ki-67, HER2)

MMMYHOJIOTMYECKME UCCNNEAOBAHUA

OueHKa rymopasnbHOro MUMMYHUTETA

C3 KOMMOHEHT KOMNeMeHTa

C4 KOMMOHEHT KOMMNJIEMEHTA

MmmyHorno®ynun A (IgA)

WmmyHorno®ynuu M (IgM)

NmmyHornobynun G (IgG)

NmmyHorno®ynuH E (IgE)

dakTop Hekposa onyxonu (PHO-anbda)

Kpuorno®ynumHsl, 37°C

Limpkynumpytowme nmmMmyHHble komnnekcsl (LIAK)

Linpkynupytone nmmMmyHHble komnnekcbl (LK), cogepxalime aHTureHsl
ONNCTOPXOB

WHTepnenknH-1

NHTepnenkmH-6

WHTepnenknH-8

WNuTepnenknn-10

OueHKa KNeToOYHOro UMMyHUTeTa

MmmyHorpamma (CD-TunmnpoBaHne numdoLmToB nepudepuryeckomn Kposu,
0o6LWKMI aHanm3 KpoBu)

NHTepdepoHoBbIi cTaTyc (4 NnokasaTens: CbIBOPOTOYHbIN MHTEPMEPOH,
CMOHTaHHbIN NHTEpdEpPOoH, nHTepdepoH-anbida, nHTepdepoH-ramma)
MMmyHorpamma paclumpeHHas

MMMyHHBIV cTaTyC (KNETOYHbIN U FyMOpParnbHbI UMMYHUTET)
OnpeaeneHne 4YyBCTBUTENIbHOCTU K UHAYKTOPAM UHTepdpepoHa
YyBCTBUTENBHOCTb K AMUKCUHY

YyBcTBUTENBHOCTL K Karoueny

YyBcTBUTENBHOCTL K HeoBupy

YyscTBUTENBHOCTL K LinknodepoHy

YyBCTBUTENBHOCTb K ANnokunH-anbga

OnpepeneHne 4YyBCTBUTENIbHOCTU K UMMYHOMOAYNATOPAM
YyBCTBUTENBHOCTbL K Apbraony

YyBcTBUTENBHOCTL K ManaBsuTy

YyBcTBUTENBHOCTBL K "'enoHy

YyBCTBUTENBHOCTL K VI30MpUHO3MHY

YyscTBUTENBHOCTL K MIMMyHany

YyBcTBUTENBHOCTH K MIMMYyHObaHy

YyBCTBUTENBHOCTL K VIMMyHOMaKCy

YyBcTBUTENBHOCTL K MIMMYHOPUKCY

YyscTBUTENBHOCTB K Jlkonuagy

YyBcTBUTENBHOCTH K MaHaBunpy

YyBCTBUTENMBHOCTL K [MoNMokcnaoHuio

YyBCTBUTENBHOCTb K T aKkTUBUHY

YyBCTBUTENBHOCTb K TUMOreHy

YyscTBUTENBHOCTL K LInToBUpY-3

MAPKEPbI AYTOMMMYHHbIX 3ABONNEBAHWUI

CuctemHble peBmaTMyeckue 3abonesaHus

AHTUHYKNeapHbIn hakTop Ha KneTtoyHow nHun HEp-2 (AH®)
AHTUTENa K aKcTparmpyemomy HykrneapHomy AlT (SQHA/ENA-ckpuH)

5150,00
16665,00

16665,00

17100,00

600,00
600,00
540,00
540,00
540,00
825,00
2480,00
1105,00
1450,00

660,00
2420,00
2420,00
2420,00
2420,00

4765,00

4400,00
6960,00
5060,00

675,00
675,00
675,00
675,00
675,00

675,00
675,00
675,00
675,00
675,00
675,00
675,00
675,00
675,00
675,00
675,00
675,00
675,00
675,00

1660,00
1435,00



18.01.003
18.01.004
18.01.005

18.01.006

18.01.013
18.01.007
18.01.008

18.02.001
18.02.002
18.02.003
18.02.004
18.02.011
18.02.012
18.02.030
18.02.005
18.02.025
18.02.016
18.02.006
18.02.007
18.02.008
18.02.009

18.03.001
18.03.002
18.03.003

18.04.001

18.04.002
18.04.003
18.04.004

18.04.024

18.05.001
18.05.002
18.05.003

18.05.004
18.05.027

18.06.001
18.06.002
18.06.003
18.06.004
18.06.005
18.06.006
18.06.007

AHTUTENA K SAepHbIM aHTureHam (ANA)

AnTuTena k gsycnupansHon JHK (HatueHon, a-dsDNA)

AHTuTena k ogHocnumpanbHoi [HK (a-ssDNA)

AHTUHYKNeapHble aHTUTena, MMMyHobnoT (ayToaHTuTena knacca IgG k 14
pa3nu4yHbimM aHTureHam: NRNP/Sm, Sm, SS-A (SS-A HaTuBHbI U Ro-52), SS-
B, Scl-70, Jo-1, PM-Scl, npoteuH B ueHTpomepa, PCNA, dsDNA, Hykneocomeil,
rMMCTOHBI, pubocomManbHbi 6enok P, AMA-M2)

PasBepHyTas gnarHoctuka cknepogepmMumn (MMMyHOBNOT aHTUHYKNEapPHbIX
aHtuTen: aHtn-Scl-70, CENT-A, CENT-B, RP11, RP155, Fibrillarin, NOR90,
Th/To, PM-Scl 100/75, Ku, PDGFR, Ro-52)

AHTUTENA K MUENVHY

AHTUTENA K CKeneTHbIM Mbiwam (ACM)

AHTudochonunuaHbii cuHgpom (APC)

AHTUTENA K dhocchonunmaam, cymmapHbie (APC)

AHTUTEna knacca IgM k chochonunuoam

AHTuTEna knacca IgG k docdonunuaam

AHTUTENa K KapanonunuHy (cymmaptbie IgA, IgM, IgG)

AHTUTENA K Kapgnonunuuy, IgG

AHTUTENa K Kapanonunuy, IgM

AHTUTENa K KapanonunuHy, IgA

AHTUTENA K 6€Ta2-rNMKonpoTENHY

AHTUTENa K 6eTa2-rnmkonpoTteunny, IgG

AHTUTEna Kk 6eta2-rnmkonpoTteunHy, IgM

AHTUTENa K dhocaTnamncepuHy-npoTpoMouHy, cymmapHsele (IgM, IgG)
AHTUTEna K aHHekcuHy V knacca IgM

AHTUTEna Kk aHHekcuHy V knacca IgG

AHTuTEna k TpomboumTam, knacca IgG

[AunarHocTuka apTpuToB

AHTUTEnNa K umknuyeckomMy umtpynnuHosomy nentugy (ACCP, anti-CCP)
AHTUTENA K LUTPYNIMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV)
AHTuKepaTuHoBble aHTUTeNa (AKA)

AYTOMMMYHHbIE NOPaXKEHUA NOYEK, HAANOYEYHUKOB U BaCKY/IUTbI
AHTUTEna Kk 6asanbHon membpaHe knyboyka (BMK)

AHTUHeNnTpodunbHbIE UuTONNasMartmdeckme aHtutena, IgG (ANCA), Combi 6
AHTUTEnNa K kneTkam cocyauctoro sHgotenusa (HUVEC)

AnTtutena k C1q dakropy komnnemeHTa

AHTuTena knacca IgG k untonnasme Hentpocunos (AHLUA/TAHLA) (Anti-
Neutrophil Cytoplasmic Antibodies/Perinuclear Anti-Neutrophil Cytoplasmic
Antibodies, ANCA/PANCA, 1gG), meTogom HPAD

AYTOMMMYHHbIE NOPaXXeHUA NevyeHun

AHTUTENA K MUTOXOHAPUAM

AHTUTEna K rmagkum Mbiwam (AFMA)

AHTUTENA K MMKPOCOMaInbHOWM pakumum neveHu n nodek (anti-LKM)
AHTUTENA K aHTUreHaM neYveHn, UMMYyHOONOT (ayToaHTuTena knacca IgG k 4
pasnu4YHbIM aHTUreHaMm: NupyBaTaerngporeHasHomy komnnekcy (M2),
MUKpocomam neveHun n noyek (LKM-1), LMTo30nbHOMY NEYEHOUYHOMY aHTUTEHY
Tvna 1 (LC-1), pacTBOPMMOMY NEYEHOYHOMY aHTUTEHY/aHTUIeHy NeYeHn n
nogxenynovHon xenesbl (SLA/LP))

AHTUTEna Kk MutoxoHgpuam (AMA, M1-M9), IgG

AytoummyHHbie nopaxkeHua KT un uennakua

AHTUTENa K napueTtanbHbIM KneTkaM xenyaka (AMKK)

Onpepenenne aHtuten k dp.Kactna - BHyTpeHHeMy dakTopy (ABD)
OnpepeneHne cogepxaHua nogknacca 1gG4

AHTUTENA K Apoxokam Saccharomyces cerevisiae (ASCA), IgA

AHTUTENa K Apoxokam Saccharomyces cerevisiae (ASCA), 1gG

AHTUTENa K rmuaguny, IgA

AHTUTENa K rmmaguny, 1gG

1240,00
1115,00
1005,00

4425,00

4850,00
1660,00
1660,00

1400,00
1390,00
1180,00
1460,00
1415,00
1415,00
2010,00
1500,00
1400,00
1540,00
1795,00
1820,00
1820,00
3855,00

1850,00
1795,00
2605,00

2050,00

3580,00
2210,00
2075,00

2585,00

2140,00
1945,00
1940,00

2387,00
2000,00

1940,00
1665,00
2180,00
1400,00
1400,00
1290,00
1290,00



18.06.008
18.06.009
18.06.010
18.06.011
18.06.012
18.06.013
18.06.014
18.06.033
18.06.020
18.06.021
18.06.023

18.07.001
18.07.002
18.07.003
18.07.004

18.08.001
18.08.002
18.08.003
18.08.004
18.08.005
18.08.006

18.09.001
18.09.002

18.09.003

18.09.007
18.09.009

18.10.001
18.10.002

18.10.003
18.10.004

18.12.002
18.12.005
18.12.007

18.12.008

19.01.001
19.01.002
19.01.003
19.01.004
19.01.005
19.01.006
19.01.007
19.01.008

AHTUTENA K TKaHEBOW TpaHCriyTamuHase, IgA

AHTUTENA K TKAHEBOW TpaHcrnyTamunHase, 1gG

AHTUTENA K 3HgoMmu3no (ADA)

AHTUpeTUKynuHoBble aHTuTena (APA)

AHTUTENA K OOKanoBMaHbLIM KneTkam kuwiedHuka( BKK)

AHTUTENA K Ae3aMMHUPOBaHHbIM NenTugam anbda-rnnaamHa IgA (AAIN)
AHTUTENA K Ae3aMMHUPOBaHHbIM NenTugam anbda-rnnagmHa IgG (AAIN)
30OHYNVH B Kane

AHTUTENA K 3K30KPUHHOW YacTW NOAXENY4OYHOW Xerne3bl
Anbda-1-aHTUTpuncuH B kane, kuweyvHas noteps denka

AHTUTENA K TMpo3uHdocdartase (IA-2)

AyToMMMyHHble 3aboneBaHuA Nerkux U cepaua

[varHocTuka capkongosa (aKTUBHOCTb aHMMOTEH3MH-NPeBpaLlaloLero
depmeHTa - AlP)

AHTUTEna Kk Mmokapgy (Mio)

AHTUTENA K ECMOCOMaM KOXM

AHTUTEna Kk 6azanbHon membpare koxu (AMB)

AYTOMMMYHHbIe 3HAOKPUHONATMM U ayTOMMMYyHHOe 6ecnnogue
AHTUTENA K OCTPOBKOBbLIM KneTkam (ICA)

AHTuTena k rmyrtamatgekapbokcunase (GAD)

AHTUTENA K MHCYNUHY (IAA)

AHTUTENA K cCTepoua-npoayumpylowmm knetkam HagnodeyHmka (ACTIK)
AHTUTENA K CTEPOMA-NPOAYLMPYIOLLIMM KreTkaM andHuka (ACKI-Ovary)
AHTUCNEepMarnbHble aHTUTeNa B KPOBM

3nu-tTecTbl

OJIN-B-TecT-6 06Liee COCTOSTHUE UMMYHHOW CUCTEMBI, MOArOTOBKA K
BaKLMHaUun (6 aHTUreHoB)

OANU-APC-XTY-TecT-6 aHTUdDOCHONUNUAHBIN CUHOPOM (6 aHTUrEeHOB)
OJIN-Bucuepo-TecT-24 (aHTUTENA K 24 aHTUreHam OCHOBHbIX OPraHoB U
CUCTEM YerioBeka)

OJIN-Ana-TecT cocTosHNE NOAXeNyA0YHOW Xenesbl, PUCK Pa3BUTMS
caxapHoro guabeta (8 aHTUreHoB)

OJIN-H-TecT-12 cocTosHne HepBHOM cuctembl (12 aHTUreHoB)
MNapanporeMHeMun 1 UMMyHOPUKCaLUA

CKpUHUHI napanpoTEUHOB B CbIBOPOTKE (MMMYyHOMUKCaLIMS)

CkpuHuHr 6enka beHc-[)xoHca B pa3oBon Moye (MMMyHoUKcaLms)

TunupoBaHWe napanpoTenHa B CbIBOPOTKE KPOBY (C MOMOLLbIO
UMMYHOMUKCALIMM C NaHernblo aHTUCLIBOPOTOK IgG, IgA, IgM, kappa, lambda)
NmmyHodmkcaumsa 6enka beHc-[xoHca ¢ naHenblo aHTUCBIBOPOTOK
AyTOMMyHHble 3a60N1eBaHNA HepPBHOI cUCTeMbI

[dvarHocTmka MmacTeHun (aHTUTena K aueTUNxXonnHoBbIM peuentopam AXP)
AHTuTena k aksanopuHy 4 (NMO)

AHTuTEna k rmyramatHomy peuentopy NMDA-Tuna

AHTUTENA NpU NapaHeonnacTMYeckUx CUHApPoOMax, UMMYHoOOMoT (k Yo-1, Hu,
Ri, CV2, Ma2, amundunanHy)

ANNEPronoruva

Cneumdunyeckue aHTUTENA KNacca IgE K MHAUBUAYANbHBIM annepreHam.

MuweBble anneprexHbl
Abpuikoc, IgE

ABokago, IgE
Anba-nakroansbymuH, IgE
AHaHac, IgE

AnenbcuH, IgE

Apaxuc, IgE

BaknaxaH, IgE

baHaH, IgE

1375,00
1375,00
1680,00
1615,00
2440,00
1310,00
1310,00
9130,00
1360,00
1850,00
2000,00

2265,00
1545,00
2605,00
2225,00

1725,00
1990,00
1300,00
1615,00
1940,00
1710,00

2795,00
3200,00

8970,00

3365,00
6165,00

2490,00
1935,00

4805,00
3995,00

5250,00
3310,00
4950,00

6560,00

800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00



19.01.009
19.01.010
19.01.011
19.01.012
19.01.013
19.01.015
19.01.014
19.01.016
19.01.018
19.01.017
19.01.019
19.01.020
19.01.021
19.01.022
19.01.023
19.01.024
19.01.025
19.01.026
19.01.027
19.01.028
19.01.029
19.01.031
19.01.032
19.01.033
19.01.034
19.01.036
19.01.037
19.01.038
19.01.039
19.01.040
19.01.041
19.01.042
19.01.043
19.01.044
19.01.045
19.01.046
19.01.047
19.01.048
19.01.049
19.01.050
19.01.051
19.01.052
19.01.053
19.01.054
19.01.055
19.01.115
19.01.056
19.01.057
19.01.058
19.01.059
19.01.127
19.01.060
19.01.061
19.01.062
19.01.063
19.01.064
19.01.065
19.01.066
19.01.067

BbapaHuHa, IgE

Benok auyHbIn, IgE
BeTta-nakrornobynuH, IgE
Bobbl coesble, IgE
Banunb, IgE

Buwns, IgE

BuHorpag, IgE
loBsaguHa, IgE
Nopumua, IgE
"opowek 3eneHbin, IgE
Npebewwok, IgE
Mpenndpyt, IgE
"peuknin opex, IgE
punbebl, IgE

Npywa, IgE

Opoxokn nekapckue, IgE
[poxokn nuBHble, IgE
ObiHg, IgE

YKenTok simyHbIR, IgE
Nmbwps, IgE

WHpenka, IgE

KasewnH, IgE

Kakao, IgE

Kambana, IgE

KanycTa 6pokkonnu, IgE
Kanycta kovaHHas, IgE
Kanycta uetHas, IgE
Kappwu (npunpasa), IgE
Kaptodens, IgE
Kewsto, IgE

Kusu, IgE

KnevikoBuHa (rmoTtenH), IgE
Kny6Huka, IgE

Kokoc, IgE

Kodpe, IgE

Kpab, IgE

KpeseTku, IgE

KynxyT, IgE

KypuHoe msco, IgE
JlaBpoBbIn nucT, IgE
JlumoH, IgE

Jloberep (omap), IgE
Jlococe, IgE

Tlyk, IgE

Mawro, IgE

MaHpapuH, IgE

Macno nogconHeuHoe, IgE
Mwugus, IgE

MwHaans, IgE

Monoko kunsveHoe, IgE
Monoko ko3be, IgE
Morsnoko koposbe, IgE
Mopkosb, IgE

Myka rpeyHeBas, IgE
Myka kykypy3Has, IgE
Myka oBcsHag, IgE
Myka nweHunyHas, IgE
Myka pxaHas, IgE
Myka sumeHHas, IgE

800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
2155,00
800,00
800,00
800,00
800,00
800,00
2600,00
800,00
800,00
800,00
800,00
1445,00
800,00
800,00
800,00
800,00
1065,00
800,00
800,00
800,00
800,00
1745,00
800,00
800,00
800,00



19.01.068
19.01.071
19.01.072
19.01.073
19.01.074
19.01.075
19.01.076
19.01.077
19.01.078
19.01.079
19.01.080
19.01.081
19.01.082
19.01.083
19.01.084
19.01.085
19.01.086
19.01.087
19.01.088
19.01.089
19.01.090
19.01.091
19.01.092
19.01.093
19.01.094
19.01.095
19.01.096
19.01.097
19.01.098
19.01.099
19.01.100
19.01.101
19.01.102
19.01.103
19.01.104
19.01.105
19.01.106
19.01.107
19.01.108
19.01.109

19.02.001
19.02.003
19.02.004
19.02.005
19.02.006
19.02.007
19.02.008
19.02.009
19.02.010
19.02.011
19.02.012
19.02.013
19.02.014
19.02.015
19.02.016
19.02.017
19.02.018

Mara, IgE

OBowmykouna, IgE
Orypeu, IgE

Mepeu 3eneHbin, IgE
Mepey kpacHbI (Nanpuka) , IgE
Mepev YepHbInN, IgE
Mepcuk, IgE
MeTpywka, IgE

Mpoco, IgE

Pwuc, IgE

CapawvHa, IgE
CsuHuHa, IgE
Cenbaepen, IgE
Ckymbpws, IgE

Cnwuea, IgE

Conog, IgE

Cnapxa, IgE
CbiBOpOTKa MonoyHas, IgE
Cblp T1ina "Moyng", IgE
Cbip TWna "Yeppep”, IgE
Tomar, IgE

Tpecka, IgE

TyHeu, IgE

TeikBa, IgE

Yctpuubl, IgE

®aconb 6enas, IgE
daconb 3eneHas, IgE
daconb kpacHas, IgE
DuHukn, IgE
ducTtawku, IgE
®opensb, IgE

dyHayk , IgE

Xypwma, IgE

YecHok, IgE
Yeuesunua, IgE
LWokonag, IgE

Wnuhar, IgE

Abnoko, IgE

Aroakbl poaa 6pycHMYHBIE (YepHUMKa, ronybuka, 6pycHuka), IgE

Anuo kypuHoe, IgE

Cneumdunyeckue aHTUTENA KNacca IgE K MHAUBUAYANbHBIM annepreHam.

AnnepreHbl }KUBOTHbIX U NTUL,
ony6b (nomer), IgE

Kanapetvika (nepo), IgE

Kosa (anutenuin), IgE

Koposa (nepxoTb), IgE

Kowka (anutenun), IgE

Kponuk (snutenun), IgE

Kpebica, IgE

Kpbica (moua), IgE

Kpbica (anuTtenuin), IgE

Kypuua (nepo), IgE

Kypuua (npoTenHbl cbiBopoTkM), IgE
Jlowapp (nepxotb), IgE

Mopckas cBuHKa (anutenui), IgE
Mbliwsb, IgE

Osua (anutenui), IgE

Monyran (nepo), IgE

Monyran BonHWUCTLIN (Nepo), IgE

800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
690,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00

800,00
800,00
800,00
800,00
830,00
800,00
800,00
800,00
800,00
1190,00
800,00
800,00
800,00
800,00
715,00
800,00
800,00



19.02.019
19.02.020
19.02.021
19.02.023

19.03.001
19.03.002
19.03.003
19.03.004
19.03.005
19.03.006
19.03.009
19.03.011
19.03.012
19.03.013
19.03.014
19.03.015
19.03.016
19.03.017

19.04.001
19.04.002
19.04.005
19.04.006
19.04.009
19.04.010
19.04.011
19.04.012
19.04.014
19.04.016
19.04.017
19.04.018
19.04.019
19.04.020
19.04.022
19.04.023
19.04.024
19.04.025
19.04.033

19.05.001
19.05.004
19.05.002

19.06.001
19.06.002

19.07.001
19.07.002
19.07.003
19.07.004
19.07.005
19.07.006

CBuHbs (anutenui), IgE
Cobaka (nepxoTb), IgE
Cobaka (anutenun), IgE
Xowmsk (snutenuin), IgE

Cneundunueckune aHTUTENa Knacca IgE K MHAMBUAYANbHbIM annepreHam.

AnnepreHbl aepesbes

Akauus (Acacia species), IgE

AmbBpo3suns obbikHoBeHHas (Ambrosia elatior), IgE
Ambpo3uns cmeluaHHas (Heterocera spp.) , IgE
Bepesa (Betula alba), IgE

Byk (Fagus grandifolia), IgE

Bsas (Ulmus spp), IgE

Oy6 cmewanHbin (Querans rubra, alba, valentina), IgE
KneH siceHenucTHbIN (Acer negundo), IgE
JlewmHa obbikHoBeHHas (Corylus avellana), IgE
Onbxa (Alnus incana), IgE

Opex rpeukui (Juglans regia), IgE

MnataH (Platanus acerifolia), IgE

CocHa 6enas (Pinus silvestris), IgE

Tonone (Populus spp), IgE

Cneuunduyeckmne aHTUTENa Knacca IgE K MHAMBUAYANBHBIM annepreHam.

AnnepreHbl TpaB

ByxapHuk wepcTtuctein (Holcus lanatus), IgE

Exxa cbopHas (Dactylis glomerata), IgE

Kpanuea asynomHas (Urtica dioica), IgE

Jlebepna cepetowas (Atriplex canescens), IgE

Mapb 6enas (Chenopodium album), IgE

MsaTnuk nyroson (Poa pratensis), IgE

OBec kynbTuBMpoOBaHHbIN (Avena sativa), IgE
OscaHHuua nyrosas (Festuca elatior), IgE
MopopoxHuk (Plantago lanceolata), IgE

MonbiHb ropbkas (Artemisia absinthum), IgE

MonbiHb 06bIkHOBEHHas (Artemisia vulgaris), IgE
MocTteHHnua nekapcteeHHas (Parietaria officinalis), IgE
Muwenwnua (Triticum sativum), IgE

Poxb kynbTMBUpoBaHHas (Secale cereale), IgE
Pomawka (HuBsHUK) (Chrysanthebum leucanthenum), IgE
Peinbua KykypysHble (Zea mays), IgE

Tumodeeska (Phleum pratense), IgE

dukyc, IgE

MoaconHeuHuk, IgE

Cneu,uquecme aHTUTena Knacca Igk K uHAMBMAYaNbHbIM annepreHam.

BbiTOBbIE annepreHbl

JomaluHag neinb, IgE

HomawwHaga neinb (Hollister-Stier Labs), IgE
MbIrb Myk/ NweHnYHOW, IgE

Cneumdunyeckue aHTUTENA KNacca IgE K MHAUBUAYANbHBIM annepreHam.

AnnepreHbl Knewei
Knew-gepmatodar myyHon (Dermatophagoides farinae), IgE
Knew-gepmatodar nepuHHbin (Dermatophagoides pteronyssinus), IgE

Cneumdunyeckue aHTUTENA KNacca IgE K MHAUBUAYANbHBIM annepreHam.

AnnepreHbl rpuboB u naeceHu

pmbbl poaa kaHamaa (Candida albicans), IgE
MnecHeBbIn rpnbd (Chaetomium globosum), IgE
MnecHesbin rpnb (Aspergillus fumigatus), IgE
MnecHeBbIn rpub (Alternaria tenuis), IgE
MneceHb Penicillium notatum, IgE

MneceHb Cladosporium herbarum, IgE

800,00
795,00
800,00
800,00

800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00

800,00
800,00
800,00
800,00
800,00
1750,00
800,00
725,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
1890,00

800,00
810,00
800,00

930,00
800,00

800,00
800,00
825,00
840,00
1135,00
955,00



19.08.001
19.08.002

19.09.001
19.09.002

19.10.001
19.10.004
19.10.005
19.10.007
19.10.008
19.10.009
19.10.010

19.11.001
19.11.002
19.11.003
19.11.004
19.11.007
19.11.008
19.11.032
19.11.039
19.11.046
19.11.047
19.11.079
19.11.058

19.12.001
19.12.002
19.12.003
19.12.004

19.13.002
19.13.040

19.13.003

19.13.004

19.13.005

19.13.006

19.13.007

19.13.043
19.13.056

Cneundunueckune aHTUTENa Knacca IgE K MHAMBUAYANbHbIM annepreHam.

TOKCUHbI

OHTepoTokcuH A (Staphylococcus aureus), IgE 800,00
OHTepoTokcuH B (Staphylococcus aureus), IgE 680,00
Cneuunduueckme aHTuTena Knacca Igk K MHAMBMAYANbHBIM annepreHam.

AnnepreHbl re/ibMMHTOB

Ackapuga (Ascaris lumbricoides), IgE 800,00
JInunHkm annzakug (Anisakis Larvae), IgE 800,00
Cneuunduueckme aHTuTena Knacca Igk K vHAMBMAYaNbHbIM annepreHam.

AﬂﬂepI'EHbI HaCeKOMbIX U ux agos

Komap (cem. Culicidae), IgE 700,00
Mypasen pbikuii (Solenopsis invicta), IgE 800,00
Cnenenb (ceM. Tabanidae), IgE 800,00
LWepweHb (oca natHuctag) (Dolichovespula maculata), IgE 800,00
Apn ocuHbin (poa Vespula), IgE 700,00
An ocvHbivi (pog Polistes), IgE 800,00
Apn nyensl (Apis mellifera), IgE 800,00

CI'IELI,VI(')M‘-IECKME dHTUTE1a KN1lacca IgE K MHAUBUAyaJZibHbiM annepreHam.
AnnepreHbl NeKapCcTB U XMMUYECKUX BELLLEeCTB

MeHnuymnnun G, IgE 800,00
Mennuunnuu V, IgE 800,00
AmnuvumnnuH, IgE 800,00
AmokcnumnnuH, IgE 800,00
WHcynuH yenoseyeckui, IgE 800,00
dopmanbgerng, Ige 800,00
MapaueTamon, IgE 1225,00
AueTtuncanuumunosas kucnota, IgE 1225,00
OuknodeHak, IgE 1225,00
NeynpodoeH, IgE 1225,00
KetonpodeH, IgE 1225,00
AHanbruH, c91, IgE 1225,00

Cneumduueckue aHTUTENA KNacca IgE K MHAUBUAYANbHbIM annepreHam.
AnnepreHbl TKaHU

Jlatekc, IgE 800,00
Xnonok, IgE 800,00
LWepcTsb, IgE 800,00
Wenk, IgE 800,00
Cneumdunyeckue aHTUTENA KNacca IgE K naHenam annepreHos

MaHenb annepreHoB negmatpuyeckasa Ne 4 (RIDA-screen), IgE 4950,00
Anneprouvn ALEX (300 anneprokomMnoHeHToB + IgE obLyunin) 27190,00
MaHenb annepreHo nneceHn Ne 1 (penicillium notatum, cladosporium

herbarum, aspergillus fumigatus, candida albicans, alternaria tenuis), IgE 2360,00

MaHenb knewesbix annepreHos Ne 1 (knew-gepmartodar NepuUHHbINA, KneLwy-
aepmarodar My4Hon, knew, goMaluHer neinu (Dermatophagoides microceras),
cknagckon kneuy (Lepidoglyphus destructor), rHUNOCTHBIV YANMHEHHBIV KIleLy
(Tyrophagus putrescentiae), BonocaTbIi AoMOBbIN kel (Glycyphagus
domesticus), knew, gomaiuHen nein (Euroglyphus maynei), knew (Blomia

tropicalis)), IgE 2360,00
MaHenb annepreHos nbin Ne 1 (aomaluHAsA Nbinb, Krew-gepmartodar
NepyHHbIN, Knew-aepMmartodar My4yHon, TapakaH), IgE 2360,00
MecTHble aHecTeTukun. Komnnekc 1. ApTukamH (bpunokaunH, centaHecr,
ybuctesuH, ynetpakavH) / CkaHaoHeCT (MenuBakauH, u3okauvH), IgE 1545,00

MecTHble aHecTeTukun. Komnnekc 2. HoBokauH (NpokanH, aMmMHOKaWH,
HeokauH) / JlngokavH (KCUNoKauH, acTpakauH, OKTOKauH, KCUNOTOH, COMKauH),

IgE 1545,00
Anneprokomnnekc npu atonuu y aeten n s3pocrnbix PROTIA (Kopes), IgE, 44

annepreHa 5500,00
MaHenb annepreHos nnecenu IgE, TM9 2360,00



19.42.001
19.42.007
19.42.017
19.42.016

19.14.001

19.14.002

19.14.003

19.14.004

19.14.005

19.14.006

19.14.007

19.14.008

19.14.009

19.14.010
19.14.012

19.14.013

19.14.014

19.16.001

19.16.002

19.16.003

19.16.004

19.15.001

19.15.002

19.15.003

19.15.004

19.15.005

19.17.001

Cneumduyueckue aHTUTENA Knacca IgE K anneprokomnoHeHTam

Bbepesa, anneprokomnoHeHT Bet v1, IgE

KoLuka, cbiBOPOTOYHbIVM anbByMuH, anneprokoMmnoHeHT rFel d2 (e220), IgE
Kowka, anneprokomnoHeHT Fer d1, IgE

TumodeeBka nyroeas, anneprokomnoHeHT Phl p7, Phl p12, IgE
Cneuuduueckue aHtTuTena Knacca Igk K naHenam annepreHos. MNaHenu

nuLEeBbIX aNiepreHos

MaHenb nuweBbIx annepreHoB Ne 1 (apaxuc, MnHaanb, PyHAYK, KOKOC,
Bpasunbckmn opex), IgE

MaHenb nuweBbIx annepreHoB Ne 2 (Tpecka, TyHel, KpeBETKM, N10COChb,
muaum), IgE

MaHenb nuueBbIx annepreHoB Ne 3 (NweHnYHast Myka, OBCsiHast Myka,
KyKypy3Has Myka, CEMeHa KyHXyTa, rpedHeBas myka), IgE

MaHenb nuweBbIx annepreHoB Ne 5 (AnyHbI 6enok, Momnoko, Tpecka,
nweHnYHas Myka, apaxuc, coesble 606bl), IgE

MaHenb nuwweBbIx annepreHos Ne 6 (puc, cemeHa KyHxXyTa, MeHnYHasa Myka,
rpeyHeBas Myka, coeBble 606bl), IgE

MaHenb nuweBbIx annepreHoB Ne 7 (AM4HbIn 6enok, puc, KOPOBbLE MOSIOKO,
apaxwc, nueHn4Has Myka, coesble 606bl1), IgE

MaHenb nuweBbix annepreHoB Ne 13 (3eneHbli ropoLuek, benbie 606bI,
MOPKOBb, kapTodens), IgE

MaHenb nuwesbix annepreHoB Ne 15 (anenbcuH, 6aHaH, 96noko, nepcuk), IgE

MaHenb nuweBbix annepreHoB Ne 24 (pyHayk, KpeBeTku, kueu, 6aHaH), IgE
MaHenb nuweBbIx annepreHoB Ne 25 (ceMeHa KyHXyTa, nekapckue OpoxKu,
YeCHOK, cenbaepen), IgE

MaHenb nuweBbix annepreHoB Ne 50 (kuBu, MaHro, 6aHaHbl, aHaHac), IgE
MaHenb nuweBbix annepreHoB Ne 51 (nomuagop, kapTodernb, MOPKOBb, YECHOK,
ropuuua), IgE

MaHenb nuweBbIx annepreHoB Ne 73 (CBUHMHA, KypUHOE MSACO, FOBSAMHA,
fapaHuHa), IgE

Cneuunduueckme aHTutena Knacca Igk Kk naHenam annepreHos. MaHenu
annepreHos aepeBbesB

MaHenb annepreHoB aepeBbeB Ne 1 (kneH AceHenncTHbIN, 6epesa, BA3, ayo,
rpeukumn opex), IgE

MaHenb annepreHoB aepeBbeB Ne 2 (kneH ssiceHenncTHbIN, Tononb (Populus
spp), B3, oyb, nekaH), IgE

MaHenb annepreHoB aepeBbeB Ne 5 (onbxa, newmHa o6bIKHOBEHHAS, BSA3,
uea,Tonons (Populus spp)), IgE

MaHenb annepreHoB aepeBbeB Ne 9 (onbxa, 6epesa, newmHa obbIkKHOBEHHAS,
ayo, nea), IgE

Cneumduyeckue aHTUTENa Knacca IgE K naHenam annepreHos. MNaHenu
annepreHoB XXUBOTHbIX

MaHenb "npodeccuoHaneHbIX" annepreHoB Ne 1 (nepxoTb nowaan, NepxoTb
KOpOBBI, Nepo rycd, nepo Kypuubl), IgE

MaHenb annepreHoB XMBOTHbIX N2 1 (3anMTennii KoK, NepxoTb nowwaau,
nepxoTb KOPOBhI, NepxoTb cobaku), IgE

MaHenb annepreHoB XMBOTHbIX N 70 (3nMTenuii MOPCKOM CBUHKMW, 3NUTENWUA
Kponuka, XoMsiK, Kpbica, MblLlb), IgE

MaHenb annepreHoB XMBOTHbLIX Ne 71 (nepo rycs, nepo Kypuubl, NEPO YTKK,
nepo nHAatka), IgE

MaHenb annepreHoB XMBOTHbIX N2 72 (nepo BONTHUCTOrO nonyrasi, nepo
nonyras, nepo kaHapewnku), IgE

Cneumduyeckue aHTUTENa Knacca IgE K naHenam annepreHos. MNaHenun
annepreHos TpaB

MaHenb annepreHoB nyroBbix Tpae Ne 1 (exa cOopHasi, OBCsiHMLA NyroBasi,
POXb MHOrONeTHAS, TUModeeBka, MATNAKK nyroson), IgE

1610,00
2575,00
1610,00
1610,00

2360,00
2360,00
2360,00
2360,00
2360,00
2360,00
2360,00
2360,00
2360,00

2360,00
2360,00

2360,00

2360,00

2360,00
2360,00
2360,00

2360,00

2360,00
2360,00
2360,00
2360,00

2360,00

2360,00



19.17.002

19.17.003

19.18.001

19.18.002

19.18.003

19.18.004

19.18.005

19.18.006

19.18.007

19.19.001

19.20.003
19.20.008
19.20.010
19.20.011
19.20.016
19.20.027
19.20.031
19.20.038
19.20.039
19.20.042
19.20.049
19.20.056
19.20.059
19.20.060
19.20.062
19.20.063
19.20.065
19.20.066
19.20.067
19.20.070
19.20.072
19.20.079
19.20.084
19.20.085

MaHenb annepreHoB nyroebix TpaB Ne 3 (KONOCoK AYLUNCTBIN, POXb
MHOronNeTHsIA, TMModpeeBKa, POXb KyNbTUBUPOBaHHas, ByxapHuK
wepctucToin), IgE

[MaHenb annepreHoB COpHbIX pacTeHun n ueetoB Ne 1 (ambpo3sus
00ObIKHOBEHHAas!, NoJbiHb OObIKHOBEHHAs, NOOPOXHUK, Mapb benas,
30nbHUK/consHka), IgE

Cneuuduueckue aHTUTeNa Knacca Igk K naHenam annepreHos. MNaHenu

MHTFANALLMOHHbIX aN/IepreHos

MaHenb nHranaumoHHbIx annepreHoB Ne 1 (exxa cbopHas, TuModeeBka,
KpMnToMepusi AnoHckas, ambpo3nst 0bbikHOBEHHas, NOfbiHb 0ObIKHOBEHHAS),
IgE

MaHenb nHranaumMoHHbIX annepreHos Ne 2 (TumodeeBka, NnecHeBbIn rpub
(Alternaria tenuis), 6epesa, nonbiHb 0ObIKHOBEHHas), IgE

MaHenb nHranaumMoHHbIX annepreHos Ne 3 (knewy - AgepmaTodar NePUHHLIN,
3MUTENWIN KOLLKK, anuTenui cobaku, nrnecHeBbin rpnb (Aspergillus fumigatus)),
IgE

MaHenb nHranaumMoHHbIx annepreHoB Ne 6 (nnecHesbin rpub (Cladosporium
herbarum), Tumodeeska, nnecHesbIn rpub (Alternaria tenuis), 6epesa, nonbiHbL
06blkHOBEHHas), IgE

MaHenb nHranauMoHHbIX annepreHoB Ne 7 (anuTenui KOLWKKM, KneLwu-
Aepmatodar NepurHHbIN, NEPXoTb fowwaan, NepxoTb cobaku, anuTenui
Kponuka), IgE

MaHenb nHransauMoHHbIX annepreHoB Ne 8 (anuTenui KOLLKKM, KnelLw-
aepmarodar NnepuHHbI, 6epesa, NepxoTb cobaku, NonbiHb 0ObIKHOBEHHAS,
TMMOodpeeBKa, pPOXb KyrnbTUBUPOBaHHasi, nnecHesbln rpub (Cladosporum
herbarum)), IgE

MaHenb UHranauMoHHbIX annepreHos Ne 9 (3anMTenuii KOLKKU, NepXoTb cobaku,
OBCsHUUa nyrosas, nnecHesbIv rpunb (Alternaria tenuis), NTOAOPOXHUK
(Plantago lanceolata)), IgE

[unarHocTuka nuweBo HenepeHoCUMMOCTH

Onpegenexuve cneundunyeckmx IgG4 k nuwesbiM annepreHam (88 annepreHoB
1 MUKCTOB ansiepreHoB)

Cneumnduyeckme aHTUTENa Knacca IgG K HANBUAYaNbHbIM annepreHam.

MuweBble annepreHsol
Anbda-nakroansbymuH, IgG
BaHaH, 19G

Benok anyHbin, IgG
Beta-nakrornobynuH, IgG
loBsaguHa, IgG

XKenTtok aunyHbin, 1IgG
KasewnH, IgG

Kappwu (npunpaga), 1gG
Kaptodens, IgG
KnenkoBuHa (rntoteH), 1IgG
KypuHoe msco, 1gG
Macno nogconHeuHoe, IgG
Monoko kunsivyeHoe, IgG
Monoko kopoBbe, 1gG
Myka rpeyHeBas, 1gG
Myka kykypy3Has, 1gG
Myka nweHuyHas, IgG
Myka pxxaHas, 1gG

Myka sumeHHas, IgG
OBanbbymuH, 19G
Orypeu, 1gG

Puc, 1gG

Cnuea, IgG

Conog, IgG

2360,00

2360,00

2360,00

2360,00

2360,00

2360,00

2360,00

2360,00

2360,00

24400,00

800,00
800,00
800,00
800,00
800,00
800,00
835,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00
800,00



19.20.090
19.20.100
19.20.102
19.20.105
19.20.107
19.20.109

19.21.024

19.31.002
19.31.015
19.31.017
19.31.003
19.31.013
19.31.005
19.31.006
19.31.008
19.31.011
19.31.016
19.31.018
19.31.020
19.31.021
19.31.039
19.31.028
19.31.031
19.31.033

19.24.069
19.24.070
19.24.001
19.24.002
19.24.003
19.24.045
19.24.078
19.24.004
19.24.005
19.24.006
19.24.007
19.24.071
19.24.053
19.24.008
19.24.072
19.24.009
19.24.073
19.24.081
19.24.010
19.24.012
19.24.048

19.24.062
19.24.013
19.24.014
19.24.015
19.24.016
19.24.054
19.24.017

Towmar, IgG

dopensb, IgG

Xypwma, IgG

Wokonag, 1gG

Abnoko, IgG

Anuo kypuHoe, 19G

Cneundunyeckme aHTuTeNna Knacca IgG K naHenam annepreHos. MNaHenun
NULLEBbIX aNINIepreHoB

Food Xplorer (FOX): uccnegoBaHune ypoBHeW annepreH-cneumnduyeckmx
ummyHornobynuHos knacca G (IgG) k 286 anneprokoMNOHEHTaM B KPOBU
ImmunoCAP IgE. UHanBUAYanbHble annepreHbl XXUBOTHDbIX U NTUL,
Kowka, nepxoTb (anutenwuin), e1, ImmunoCAP IgE

Jlowapp (Equus caballus) (nepxoTsb), €3, ImmunoCAP IgE

Monb (Bombyx mori), i8, ImmunoCAP IgE

Mopckas cBuHka (anutenui), e6, ImmunoCAP IgE

MoTbInb (MMYMHKa kKoMapa-gepryHua), i73, ImmunoCAP IgE

Mepo kypuubl, €85, ImmunoCAP IgE

Mepo nonyras, €213, ImmunoCAP IgE

Cobaka (nepxoTb), €5, ImmunoCAP IgE

TapakaH, i6, ImmunoCAP IgE

Xowmsik (cem. Cricetidae) (anutenun), e84, ImmunoCAP IgE

An ocbl 06bIkHOBEHHON (Vespula spp.), i3, ImmunoCAP IgE

Apn nuenbl megoHocHon (Apis melli, fera), i1, ImmunoCAP IgE

Apn wepwiHa o6bikHoBeHHOTO (Vespa crabro), i75, ImmunoCAP IgE
OnuTtenui kponuka, e82 ImmunoCAP IgE

SAnutenun oubl IgE (ImmunoCAP)

Komap IgE (ImmunoCAP)

Cnenenb IgE (ImmunoCAP)

ImmunoCAP IgE. UHauBMAYanbHble NULWLEBbIE annepreHsbl
ABokago (Persea americana), f96, ImmunoCAP IgE

AHaHac (Ananas comosus), f210, ImmunoCAP IgE

AnenbcuH, f33, ImmunoCAP IgE

Apaxuc, f13, ImmunoCAP IgE

BanaH, f92, ImmunoCAP IgE

BapaHuHa (Ovis spp.), f88, ImmunoCAP IgE

Banunb (Vanilla plani, folia), 234, ImmunoCAP IgE

BuHorpag, 259, ImmunoCAP IgE

moTeH (knenkosuHa), f79, ImmunoCAP IgE

loBaguHa, f27, ImmunoCAP IgE

lopox, f12, ImmunoCAP IgE

MpenndpyT (Citrus paradisi), 209, ImmunoCAP IgE

Mpeukmn opex (Juglans spp.), 256, ImmunoCAP IgE

Mpeunxa un rpeunyHada myka, 11, ImmunoCAP IgE

Mpywa (Pyrus communis), f94, ImmunoCAP IgE

Opoxokn nekapckue, f45, ImmunoCAP IgE

ObiHg (Cucumis melo spp.), f87, ImmunoCAP IgE

XKenatuH (Gelatin), c74, ImmunoCAP IgE

WHpeiika msco, f284, ImmunoCAP IgE

Kakao, f93, ImmunoCAP IgE

Kanbmap (cem. Loliginidae), 258, ImmunoCAP IgE

Kanycta ko4yaHHas (Brassica oleracea var. capitata), f216, ImmunoCAP IgE
Kaptodens, f35, ImmunoCAP IgE

Kusu, 84, ImmunoCAP IgE

Kny6Huka, f44, ImmunoCAP IgE

Kosbe mornoko, f300, ImmunoCAP IgE

KokocoBbiin opex (Cocos nuci, fera), f36, ImmunoCAP IgE

Kodbe 3epHa, 221, ImmunoCAP IgE

800,00
800,00
800,00
800,00
800,00
800,00

25700,00

1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00

1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00

1105,00
1105,00
1105,00
1105,00
1105,00
1080,00
1105,00



19.24.049
19.24.018
19.24.055
19.24.019
19.24.020
19.24.021
19.24.063
19.24.057
19.24.087
19.24.074
19.24.075
19.24.022
19.24.050
19.24.058
19.24.024
19.24.023
19.24.025
19.24.027
19.24.059
19.24.064
19.24.077
19.24.079
19.24.028
19.24.029
19.24.030
19.24.031
19.24.065
19.24.032
19.24.066
19.24.034
19.24.047
19.24.046
19.24.035
19.24.036
19.24.051
19.24.037
19.24.060
19.24.038
19.24.061
19.24.039
19.24.080
19.24.067
19.24.068
19.24.040
19.24.041
19.24.042
19.24.043
19.24.044
19.24.086
19.24.088
19.24.090
19.24.104
19.24.105
19.24.106
19.24.109
19.24.110
19.24.114
19.24.117
19.24.123

Kpab (Chionocetes spp.), 23, ImmunoCAP IgE

KpeseTtku, f24, ImmunoCAP IgE

Kykypysa (Zea mays), f8, ImmunoCAP IgE

Kypuua msaco, f83, ImmunoCAP IgE

JInmoH, 208, ImmunoCAP IgE

Jlococb, f41, ImmunoCAP IgE

Jlyk penyatbin (Allium cepa), f48, ImmunoCAP IgE

MakoBoe cems (Papaver somni, ferum), 224, ImmunoCAP IgE
Cewms nogconHeynuka IgE (ImmunoCAP)

MaHgapuH (Citrus reticulata), f302, ImmunoCAP IgE
Mapakyns (Passi, flora edulis), 294, ImmunoCAP IgE

Meg, 247, ImmunoCAP IgE

Muaunsa cuHsas (Mytilus edulis), f37, ImmunoCAP IgE

MuHgane (Amygdalus communis), f20, ImmunoCAP IgE
Monoko kunsiueHoe, 231, ImmunoCAP IgE

Monoko, f2, ImmunoCAP IgE

MopkoBb, f31, ImnmunoCAP IgE

OBec 1 oBcsiHas Myka, 7, ImmunoCAP IgE

Opex kewbto (Anacardium occidentale), f202, ImmunoCAP IgE

Mepev cnagkun (nanpuka) (Capsicum annuum), 218, ImmunoCAP IgE

Mepcuk (Prunus persica), 95, ImmunoCAP IgE
MeTtpywka (Petroselinum crispum), 86, ImmunoCAP IgE
Mpoco, 55, ImmunoCAP IgE

Muwenwnua, f4, ImmunoCAP IgE

Puc, f9, ImmunoCAP IgE

Poxb n pxxaHas myka, f5, ImmunoCAP IgE

Ceekna caxapHag (Beta vulgaris), 227, ImmunoCAP IgE
CsuHuHa, f26, ImmunoCAP IgE

Cenbpgepen (Apium graveolens), f85, ImmunoCAP IgE
Cos, f14, ImmunoCAP IgE

Cbip Yepaep, f81, ImmunoCAP IgE

Chblp ¢ nneceHsblo, f82, ImmunoCAP IgE

Tomartsbl, 25, ImmunoCAP IgE

Tpecka, f3, ImmunoCAP IgE

TyHeu xentonepsbin (Thunnus albacares), f40, ImmunoCAP IgE
TeikBa, 225, ImmunoCAP IgE

ductawku (Pistacia vera), f203, ImmunoCAP IgE
dopenb, 204, ImmunoCAP IgE

®yHayk (Corylus avellana), f17, ImmunoCAP IgE
LiBeTHasa kanycTa, f291, ImmunoCAP IgE

Yan (Theaceae), 222, InmunoCAP IgE

YecHok (Allium sativum), f47, ImmunoCAP IgE
LWnuHaT (Spinachia oleracea), f214, ImmunoCAP IgE
Abnoko, f49, ImmunoCAP IgE

Aunynbii 6enok, 1, ImmunoCAP IgE

AnyHbin xenTok, f75, ImmunoCAP IgE

Anuo, 245, ImmunoCAP IgE

Aumenb, 6, ImmunoCAP IgE

Bpokkonu f260 IgE (ImmunoCAP)

Msco kponuka f213 IgE (ImmunoCAP)

Monntock IgE (ImmunoCARP)

Abpukoc 237 IgE (ImmunoCAP)

Apbys f329 IgE (ImmunoCAP)

BuwwHs 242 IgE (ImmunoCAP)

ManuHa 343 IgE (ImmunoCAP)

Matro IgE (ImmunoCAP)

BaknaxaH f262 IgE (ImmunoCAP)

Orypeuy 244 IgE (ImmunoCAP)

®aconb 15, IgE (ImmunoCAP)

1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1080,00
1080,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00



19.24.125 Kepposebiii opex IgE (ImmunoCAP)
19.24.135 Kynxyt f10 IgE (ImmunoCAP)
19.24.257 lanakto3a-anbda-1,3-ranakro3a (a-Gal), 0215, ImmunoCAP IgE
19.24.056 JlbHAHOe cems (Linum usitatissimum), 333, ImmunoCAP IgE
19.24.076 Tlanawns (Carica papaya), 293, ImmunoCAP IgE
ImmunoCAP IgE. UHauBuAyanbHble annepreHbl AepeBbes U TPas
19.32.001 Am6po3us Bbicokasd, w1, ImmunoCAP IgE
19.32.002 bepesa 6opogasyaTtas, t3, ImmunoCAP IgE
19.32.007 Exa cbopHas, g3, ImmunoCAP IgE
19.32.009 VBa 6enas, t12, ImmunoCAP IgE
19.32.015 JlewwmHa obbikHOBEHHaS, t4, ImmunoCAP IgE
19.32.016 Jlvna, t208, ImmunoCAP IgE
19.32.018 JlucoxeocT nyrosou, g16, ImmunoCAP IgE
19.32.019 Mstnuk nyrosown, g8, ImmunoCAP IgE
19.32.022 OscsHuua nyroeas, g4, ImmunoCAP IgE
19.32.023 OpyBaHuumk, w8, ImmunoCAP IgE
19.32.024 Onbxa cepad, t2, ImmunoCAP IgE

19.32.047 lNMoaconHe4vHuk obbikHOBEHHbIV (Helianthus annuus), w204, ImmunoCAP IgE
19.32.048 TMonbiHb ropbkas (Artemisia absinthium), w5, ImmunoCAP IgE
19.32.027 TMonbiHb, W6, ImmunoCAP IgE
19.32.030 Pomaruka, w206, ImmunoCAP IgE
19.32.031 TumodpeeBka nyrosasi, g6, ImmunoCAP IgE
19.32.032 Tonons, t14, ImmunoCAP IgE
ImmunoCAP IgE. UHauBMAYanbHble annepreHsol
19.33.001 Cladosporium herbarum, m2, ImmunoCAP IgE
19.33.002 Malassezia spp., m227, ImmunoCAP IgE
19.33.022 Penicillium notatum, m1, ImmunoCAP IgE
19.33.023 Anusakupaa (Anisakis spp.), p4, ImmunoCAP IgE
19.33.024 Ackapuga yenoseudeckas (Ascaris lumbricoides), p1, ImmunoCAP IgE
19.33.006 AomaluHsas neinb (Greer), h1, ImmunoCAP IgE
19.33.007 JomawwHsas neinb (Holister), h2, ImmunoCAP IgE
19.33.009 Knew gomaluHew neinu D. pteronyssinus, d1, ImmunoCAP IgE
19.33.010 Knew gomawHewn noinu D.farinae, d2, ImmunoCAP IgE
19.33.029 Jlatekc (Hevea brasiliensis), k82, ImmunoCAP IgE
19.33.026 Menuumnnuu G (Penicilloyl G), ¢1, ImmunoCAP IgE
19.33.027 Menuumnnuu V (Penicilloyl V), ¢2, ImmunoCAP IgE
19.33.012 TlnecHeBbin rpub (Alternaria alternata), m6, ImmunoCAP IgE
19.33.013 lMnecHeBsbin rpub (Aspergillus fumigatus), m3, ImmunoCAP IgE

19.33.030 Popmanbaerng/dopmanuH (Formaldehyde/Formalin), k80, ImmunoCAP IgE

19.33.028 Xnoprekcuaumt (Chlorhexidine), ¢8, ImmunoCAP IgE

19.33.038 CradurnokokkoBbln aHTepoTokenH m80 A IgE (ImmunoCAP)

19.33.039 CradmnokokkoBbin 3HTepoTokcnH m81 B IgE (ImmunoCAP)

19.33.040 CrtadunokokkoBbIn aHTEpPOTOKCUH TSST m226 IgE (ImmunoCAP)

19.33.061 Cmecb annepreHoB MbinbLbl COpHbIX Tpas (wx1) IgE, ImmunoCAP
ImmunoCAP IgE. AnneprokOMnNOHEeHTbI

19.25.091 Apaxwc, anneprokoMnoHeHT (f447 rAra h6), ImnmunoCAP IgE

19.25.088 [peukunin opex, anneprokoMnoHeHT (f442 rJug r3), ImmunoCAP IgE

19.25.089 Keuwubto, anneprokomnoHeHT (f443 rAna o3), ImmunoCAP, IgE

19.25.090 A6noko, anneprokoMnoHeHT (f435 rMal d3), ImmunoCAP IgE

19.25.028 Alternaria alternata, anneprokoMmnoHeHT (m229, rAlt a 1), ImmunoCAP IgE

19.25.017 Anbda-nakransbymuH, anneprokoMnoHeHT (f76, nBos d4), ImmunoCAP IgE
19.25.007 Am6po3sus, anneprokoMmnoHeHT (w230, nAmb a1), ImmunoCAP IgE
19.25.030 Apaxwuc, anneprokoMmnoHeHT (f422, rAra h 1), ImmunoCAP IgE

19.25.024 Apaxwc, anneprokoMnoHeHT (f423, rAra h 2), ImmunoCAP IgE

19.25.025 Apaxuc, anneprokoMnoHeHT (f424, rAra h 3), ImmunoCAP IgE

19.25.026 Apaxwuc, anneprokoMnoHeHT (f427, rAra h 9), ImmunoCAP IgE

~— — ~— ~—

1105,00
1105,00
3100,00
1080,00
1080,00

1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00

1105,00
1105,00
1105,00
1105,00
1105,00
1105,00

1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00
1105,00

1105,00
1105,00
1105,00
1105,00
1105,00
1555,00

2575,00
2575,00
2575,00
2575,00
2575,00

2575,00
2575,00
2575,00
2575,00
2575,00
2575,00



19.25.033
19.25.008
19.25.009
19.25.018
19.25.003
19.25.016
19.25.029
19.25.035
19.25.005
19.25.002
19.25.004
19.25.019
19.25.015
19.25.013
19.25.032
19.25.006
19.25.020
19.25.027
19.25.001
19.25.022
19.25.031
19.25.038
19.25.010

19.25.011

19.26.157

19.26.158

19.26.159

19.26.149
19.26.005

19.26.015

19.26.009

19.26.001

19.26.070

Apaxuc, anneprokomMnoHeHT (f352,rAra h 8 PR-10), ImmunoCAP IgE
Bepesa, anneprokomnoHeHT (215, rBet v1 PR-10), ImmunoCAP IgE
Bepesa, anneprokoMnoHeHT (221, rBet v2, rBet v4), ImmunoCAP IgE
Beta-nakrornobynuH, anneprokomnoHeHT (f77, nBos d5), ImmunoCAP IgE
Bblunin cbIBOPOTOYHBIV anbbyMuH, anneprokomnoHeHT (€204, nBos d6),
ImmunoCAP IgE

KaseuH, kopoBbe Monoko, anneprokoMnoHeHT (f78, nBos d8), ImmunoCAP IgE

Kapn obbikHOBeHHbIN, anneprokomnoHeHT (f355, rCyp ¢ 1), ImmunoCAP IgE
Tpecka, anneprokoMnoHeHT (f426, rGad ¢ 1), ImmunoCAP IgE
KoHanbbymuH anua, anneprokomnoHeHT (f323, nGal d3), ImmunoCAP IgE
Kowka, anneprokomnoHeHT (€94, rFel d1), ImmunoCAP IgE

JInsoumm anua, anneprokomnoHeHT (k208, nGal d4), ImmunoCAP IgE
OBanbbymuH anila, anneprokoMnoHeHT (f232, nGal d2), ImmunoCAP IgE
OBomykoua anua, anneprokomnoHeHT (f233, nGal d1), ImmunoCAP IgE
Mepcuk, anneprokoMnoHeHT (f420, rPru p3 LTP), ImmunoCAP IgE

TponommnosuH kpeBeTok, anneprokoMnoHeHT (f351, rPen a 1), ImmunoCAP IgE
MonbiHb, anneprokoMnoHeHT (w231, nArt v1), ImmunoCAP IgE

MonbiHb, anneprokoMnoHeHT (w233, nArt v3), ImmunoCAP IgE

MweHwnua, omera-5 MMuaguH, anneprokoMnoHeHT (f416, rTri a 19),
ImmunoCAP IgE

Cobaka, anneprokomnoHeHT (€101, rCan f 1), ImmunoCAP IgE

Cobaka, anneprokomnoHeHT (€102, rCan f 2), ImmunoCAP IgE

Cos, anneprokomnoHeHT (f353, rGly m 4), ImmunoCAP IgE

TumodbeeBka nyrosasi, anneprokomnoHeHT (9208, rPhl p 4), ImmunoCAP IgE
Tumodeeska nyroeas, anneprokoMnoHeHT (g213, rPhl p1, rPhl p5b),
ImmunoCAP IgE

TumodeeBka nyroeas, anneprokoMnoHeHT (g214, rPhl p7, rPhl p12),
ImmunoCAP IgE

ImmunoCAP IgE. MaHenb annepreHos

Anneprokomnnekc npu actme/puHnUTe B3pochble 2 (OCHOBHbIE NHraNAUMOHHbIE
annepreHbl: KoLlKa, cobaka, knew, d1, Tumodeeska, 6epesa, NonbliHb;
AONOMNHUTENbHbBIE UHraNAUMOHHbIE: aMBpo3ns, nnecHeBbIn rpub), IgE
Anneprokomnrekc Npu actme/puHuTe Aetn 2 (OCHOBHbIE MHraNsALMOHHbIE
annepreHsbl: Kowka, cobaka, knewy, d1, Tumodeeka, 6epesa, NOnbIHb;
OCHOBHbIE NULLEBLIE: ANYHBIN BENok, Monoko), IgE

Anneprokomnnekc npu ak3eme 3 (OCHOBHbIE MHranNsILMOHHbIE arnrepreHsbi:
KoLlka, cobaka, kneLl, d1; OCHOBHbIE NMULLIEBbLIE: ANYHBIN OEnoK, MOJIOKO,
Tpecka, NweHuLa, cosi; 4OMNONMHUTENbHbIE NULLIEBLIE: apaxuc, KpeseTka), IgE

MbinbLa COpHbIX TpaB, MUKCT WX2. MUKCT BKIMOYAEeT CMECH arnsepreHos:
ambposus ronomeTenbyaTas (w2), nosbiHb OObIKHOBEHHAs (W6), MOAOPOXKHUK
naHueTonucTHeln (W9), mapb 6enas (w10), nebena (w15) (ImmunoCAP)
Anneprounn, ImmunoCAP IgE

Hetckasa nuwesas naHens 1, x5, ImmunoCAP IgE (kopoBbe MOSOKO, SAUYHbIN
©enok, Tpecka, nieHuya, cos, apaxumc)

[MaHenb annepreHoB aomaluHen nbinuv, hx2, ImmunoCAP IgE
(Dermatophagoides pteronyssinus, Dermatophagoides farinae, Blatella
germanica, Hollisier-stier Labs)

MaHenb annepreHoB XMBOTHbIX, €x2, ImmunoCAP IgE (nepxoTb KoLuKu,
nepxoTb cobaku, aNUTENUn MOPCKON CBUHKU, KPbICa, MblLLb)

MaHenb annepreHoB XMBOTHbIX, €x70, ImmunoCAP IgE (snutenuin mopckon
CBUWHKMN, KPONUKa, XOMSIKa, KPbICbI, MbILLIN)

2575,00
2575,00
2575,00
2575,00
2575,00
2575,00
2575,00
3100,00
2575,00
3650,00
2575,00
2575,00
2575,00
2575,00
2575,00
2575,00
2575,00
2575,00
2575,00
2575,00
2575,00
2675,00
2575,00

2575,00

9300,00

9300,00

10200,00

1555,00
35390,00

1555,00

1555,00
1555,00

1555,00



19.26.060

19.26.066

19.26.038

19.26.012

19.26.065

19.26.063

19.26.018

19.26.047

19.26.048

19.26.059

19.26.032

19.26.025

19.26.019

19.26.040

19.26.045

19.26.046

19.26.020

19.26.021

19.26.022

19.26.007

19.26.008

19.41.001

19.41.007

19.41.008

19.41.003

19.41.004

19.41.005

19.41.006

MaHenb annepreHoB XMBOTHbIX, €x1, ImmunoCAP IgE (INepxoTb KoLwku,
nepxoTb cobaku, NepxoTb NoLuaamn, NepxoTb KOPOBbI)

MaHenb annepreHoB kpynbl, X3, ImmunoCAP IgE (nweHuua, oBec, KyKypy3a,
KYHXXYTHOE cemsi, rpeumnxa)

MaHenb annepreHoB kpynbl 3, X20, ImmunoCAP IgE (nwenuua, poxb,
AYMEHb, PUC)

MaHenb annepreHoB mopenpoaykThbl 1, fx2, ImmunoCAP IgE (Tpecka,
KpeBeTKa, CMHAS MUans, TyHel, NOCoCh)

MaHenb annepreHoB MsACHbIe NpoaykThl, fX73, IMmmunoCAP IgE (cBMHUMHA,
roBsigMHa, Kypuua)

MaHenb nuweBbix annepreHoB fx13, ImmunoCAP, IgE (ropox, dacons,
MOPKOBb, kKapTodernb)

MaHenb annepreHoB opexu 1, fx1, ImmunoCAP IgE (apaxuc, pyHOYK,
aMepuKaHCK1MI opex, MUHAAarnb, KOKOC)

MaHenb annepreHoB nepbs NTuy 1, ex71, ImmunoCAP IgE (rycs, kypuupl,
YTKW, UHOEWNKN)

MaHenb annepreHoB nepbs NTuL 2, ex72, ImmunoCAP IgE (nonyraiumka
BOJMHUCTOrO, KAHapemnkn AoOMaLlHen, nonyranynka AIMHHOXBOCTOrO, nonyras,
BbIOPKOB)

Cwmechb pbibHas fx74: Tpecka, cenbab, Makpenb, kambana IgE (ImmunoCAP)
Manenb annepreHoB dpykTol 1, fx15, IMmmunoCAP IgE (anensbcuH, a6noko,
©aHaH, nepcuk)

MaHenb annepreHoB ¢pykThbl 4, fx21, IMmmunoCARP IgE (nnog kueu, obiHS,
©aHaH, nepcuk, aHaHac)

MaHenb annepreHoB nnecHesble rpybbl 1, mx1, ImmunoCAP IgE (Penicillium
chrysogenum, Cladosporium herbarum, Aspergillus fumigatus, Alternaria
alternata)

MaHenb annepreHoB nnecHeBble rpundbl 2, mx2, ImmunoCAP IgE (Penicillum
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans,
Alternaria alternata, Helminthosporium halode)

MaHenb annepreHoB nbinbua gepesbes 1, tx5, ImmunoCAP IgE (onbxa
cepas, nelumHa oObIKHOBEHHas, BA3 TONICTONUCTHbIW, MBa KO3bsi, TOMOSb
OENbTOBUAHBIN)

MaHenb annepreHoB nbinbua aepesbes 2, tx6, ImmunoCAP IgE (knéH
SAICEHENUCTHbIN, 6epesa bopoaasyaTtas, Oyk KPYNHOMUCTHBIN, Oy0 Genbiin, opex
rpeLKumi)

MaHenb annepreHoB nbinbua gepesbes 3, tx9, ImmunoCAP IgE (onbxa cepas,
Oepesa, opeluHuK, oy6, nea)

MaHenb annepreHoB Nbifbua 3nakoBbix Tpas, gx1, ImmunoCAP IgE (exa
cbopHasi, OBCsiHMLA NyroBasi, nneses, TumodeeBka nyropas, MsITINK)
MaHenb annepreHoB copHbix Tpas IgE (IMmunoCAP), wx3 (nonbiHb (W6),
NoJopOXHUK NaHueToBuaHbIn (W9), mMapb (w10), 3onoTapHuk (w12), kpanmea
AsygomHas (w20))

®daauaton, ImmunoCAP IgE

®dapguaton getckmir, ImmunoCAP IgE

ImmunoCap IgG4. UHguBuayanbHble annepreHbl

Bepesa, pekombuHaHTHLIN koMnoHeHT (rBet v1 PR 10) t215 (ImmunoCAP),
1gG4

TumodbeeBka nyrosas, anneprokomnoHeHT g205 rPhl p1 (ImmunoCAP), IgG4
TumodbeeBka nyroeas, anneprokoMmnoHeHT g215 rPhl p5b (ImmunoCAP), IgG4
AmBpo3us, HaTUBHbIN KOMNOHEHT (NAmb a1) w230 (ImmunoCAP), IgG4
MonbiHb, HAaTUBHbLIN KOMMOHEHT (NArt v1) w231 (ImmunoCAP), IgG4

Knew gomaiuHen nbinu, anneprokoMnoHeHT d202 rDer p1 (ImmunoCAP), IgG4

Knew gomaiuHen nbinu, anneprokoMnoHeHT d203 rDer p2 (ImmunoCAP), IgG4

1555,00
1555,00
1555,00
1555,00
1555,00
1555,00
1555,00

1555,00

1555,00
1555,00
1555,00

1555,00

1555,00

1555,00

1555,00

1555,00
1555,00
1555,00
1555,00
3465,00
2895,00
3500,00
3500,00
3500,00
3500,00
3500,00

3500,00

3500,00



TAXENDIE METAN/Ibl U MUKPOS/TEMEHTDI

TAXKenble meTan/ibl U MUKPO3/1eMEHTbI (KPOBb)

KoMnnekcHbI aHanu3 KpoBM Ha Hanuune TsHKENbIX MeTarnsios 1
MuKpoanemeHToB. 23 nokasartens (Li, B, Na, Mg, Al, Si, K, Ca, Ti, Cr, Mn, Fe,

20.01.001 Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sh, Hg, Pb) (kpoBb) 5425,00
20.01.088 Jlntnin + nuTun TepaneBTUYECKUIA 1210,00
20.01.005 AntoMUHMI (KPOBb) 1285,00
20.01.003 Bop (kpoBb) 1285,00
20.01.016 Kagmwui (kpoBb) 1285,00
20.01.007 Kanuw (kpoBb) 1285,00
20.01.011 KobGanbT (kpoBb) 1285,00
20.01.006 KpemHuii (kpoBb) 1285,00
20.01.002 INutwni (kpoBb) 1210,00
20.01.010 MapraHeL (kpoBb) 1285,00
20.01.022 Megb (kpoBb) 1285,00
20.01.015 MonubaeH (kpoBb) 1285,00
20.01.013 Mblwbsk (kpoBb) 1285,00
20.01.004 Hatpui (kpoBb) 1285,00
20.01.012 Hwukenb (kpoBb) 1285,00
20.01.018 PtyTb (KkpoBb) 1285,00
20.01.019 CsuHeL, (KpoBb) 1285,00
20.01.014 CeneH (kpoBb) 1285,00
20.01.017 Cypbma (KpoBb) 1285,00
20.01.008 TwuTaH (KpoBb) 1285,00
20.01.009 Xpom (KkpoBb) 1285,00
20.01.030 LuHk (kpoBb) 1285,00
Taxkenble MmeTannbl U MUKpO31eMeHTbl (Moya)
20.02.005 ArntomMuHMI (MoYa) 1285,00
20.02.003 bop (mou4a) 1285,00
20.02.011 Xeneso (Moya) 1285,00
20.02.026 Wop (moua) 1675,00
20.02.019 Kagmwuin (Mmo4a) 1285,00
20.02.007 Kanun (mo4a) 1285,00
20.02.012 KoGanbT (Mo4a) 1285,00
20.02.006 KpemHuii (Mouya) 1285,00
20.02.002 Jlutun (moua) 1285,00
20.02.010 MapraHew (Mo4a) 1285,00
20.02.014 Mepapb (Moua) 1285,00
20.02.018 MonunbgeH (mova) 1285,00
20.02.016 Mbiwbsk (Mo4a) 1285,00
20.02.004 Hatpui (moya) 1285,00
20.02.013 Hukenb (Mo4a) 1285,00
20.02.021 PTyTb (MO4a) 1285,00
20.02.022 CsuHel (Moya) 1285,00
20.02.017 CeneH (moua) 1285,00
20.02.020 Cypbma (Mo4a) 1285,00
20.02.008 TwuTtaH (Mo4a) 1285,00
20.02.009 Xpom (Mo4a) 1285,00
20.02.015 LuHk (Mo4a) 1285,00
Taxenble MmeTanbl U MUKPO3/ieMeHTbl (BONOCbI U HOITH)
20.03.006 ArstoMuHMI (BONOCHI) 1285,00
20.03.003 bop (Bonochl) 1285,00
20.03.013 Xene3so (Bonocsl) 1285,00
20.03.021 Kagmwui (Bonocsbl) 1285,00
20.03.008 Kanui (Bonochl) 1285,00
20.03.009 Kanbuun (Bonocobl) 1285,00
20.03.014 KobanbT (Bonochl) 1285,00

20.03.007 KpemHuii (Bonochl) 1285,00



20.03.002
20.03.005
20.03.012
20.03.016
20.03.020
20.03.018
20.03.004
20.03.015
20.03.023
20.03.024
20.03.019
20.03.022
20.03.010
20.03.011
20.03.017

21.00.064
21.00.001
21.00.002
21.00.018
21.00.019
21.00.003
21.00.004
21.00.036
21.00.005
21.00.006
21.00.028
21.00.007
21.00.008
21.00.009
21.00.010
21.00.011

21.00.033

21.00.016

21.00.015

21.00.029

22.00.001
22.00.002
22.00.003
22.00.006

23.00.001

24.00.005

Jlntun (Bonochl)

MarHui (Bonochl)

MapraHeu, (Bonocbl)

Mepab (BOnochl)

MonnbaeH (Bonocsbl)

MbIWbsK (BONOCHI)

Hatpun (Bonochl)

Hukenb (Bonochbl)

PTyTb (BOMOCHI)

CsuHeL, (Bonocel)

CeneH (Bonochl)

Cypbma (BOriocsol)

TuTtaH (Bonochl)

Xpowm (Bonochbl)

LiMHk (BOMocbl)

BUTAMMWUHbI, XUPHbIE KNCNOTbl U MUKPO3JTIEMEHTbI

ButamuH D, 25-OH (25-ruapokcukansundepon), BOXKX-MC, cymmapHbIn
oTBeT

ButamuH A (petuHon)

ButamuH B1 (TMamumH)

ButamuH B2 (pnbodpnasmH)

Butamun B3 (HmaumH)

ButamuH B5 (naHTOTEHOBas kucnoTa)

ButamnH B6 (MMpMaOKCUH)

ButamuH B7, H (6roTtuH)

ButamnH B9 (ponmeas kucnorta)

ButamuH B12 (umaHkobanammH)

ButamuH B12 akTBHbIN (XonoTpaHckobanamuH)

ButamuH C (ackopbuHoBas kucnota)

25-OH ButamuH D, cymmapHbIv (kanbuundepon)

ButamuH E (Tokodepon)

ButamnH K (dprnnoxuHoH)

YKupopacTteopumble Butamutbl (A, D, E, K)

KomMnnekcHbI aHanu3 KpoBW Ha HEHaCbILWEHHbIE XMPHbIe KUCMOTbl CEMeNncTBa
Owmera-3 metogom IN'X-MC: anba-nnHoneHoBas KicnoTa,
aliKo3aneHTaeHoOBas KUCMNoTa, AoKo3arekcaeHoBasi Kucnora
KomnnekcHbI aHann3 KpoBY Ha HEHaCbILWEHHbIE XXMPHbIE KUCIOThLI CeMencTea
Owmera-6 (nuHoneBas KMcnoTa, MMHONEHOBAasA KNCNoTa, apaxnaoHoBas
Kncnora)

Onpepenenne Omera-3 nHaekca (OLeHKa pucka BHe3anHom cepaeyHomn
CMepTU, MHhapKTa M1okapaa u apyrmx cepaeyHo-cocyamncTeix 3abonesaHuin)
PaclumpeHHbI KOMNEKCHbIV aHanM3 KpoBu Ha MeTabonuTel BuTammHa D
(1,25-OH D3, 25-0OH D3, 25-OH D2, 24,25-OH D3)

KOMNJNIEKCHAA OLUEHKA OKCUOATUBHOIO CTPECCA

KomnnekcHasi oueHka okcugaTuBHoro ctpecca (kosH3mm Q10, ButamuH E
(Tokogepon), ButamuH C (ackopOuHoBas kucnota), 6eTa-kapoTuH, ryTaTUOH,
ManoHoBbI guanbaeru, 8-OH-ge3okcuryaHosuH)

KoaHaum Q10

ManoHoBbIN gnanbaerng

nyTaTuoH

KOMMNEKCHbIA AHANIU3 HA AMUHOKUCNOTbI U AUMIKAPHUTUHbI
KomnneKkcHbI aHanu3 KpoBM Ha aMUMHOKMCNOTHI (12 nokasaTtenen: AnaHuH,
ApruHuH, AcnaparmHoBas kucnota, LutpynnuH, MmyTammHoBasi KucnoTa,
MmuumH, MeTnoHnH, OpHUTKUH, PeHunananuH, TuposuH, BanuH,
Jleriumn/V3onenumH)

NEKAPCTBEHHbIA MOHUTOPWUHT

BanbnpoeBas kucnota (M ee Npon3BoaHbIE)

1285,00
1285,00
1285,00
1285,00
1285,00
1285,00
1285,00
1285,00
1285,00
1285,00
1285,00
1285,00
1285,00
1285,00
1285,00

3445,00
3000,00
3000,00
3000,00
3000,00
3000,00
3000,00
3000,00
1325,00
1195,00
2195,00
2820,00
2455,00
3000,00
3005,00
9460,00

5915,00

5565,00

5630,00

8605,00

17175,00
4100,00
3995,00
4280,00

4305,00

1990,00



24.00.040
24.00.007
24.00.004
24.00.036
24.00.006
24.00.002
24.00.003
24.00.029
24.00.034
24.00.044

25.00.001

25.00.010
25.00.011

26.00.429

26.00.500

26.00.428

26.00.598

26.00.604

26.00.344

26.00.003
26.00.297

26.00.004

26.00.005

26.00.154

26.00.365

26.00.007

26.00.008

26.00.010
26.00.011

BaHnkoMuULMH

[NrokcuH

JlamMoTpumKMHbI (NaMmukTan)

JleBeTnpaueTtam, Kon.

Tonupamar

deHobapbutan

duHnencuH (kapbamasenuH, TerpeTon)

LinknocnopuH

Oeeponmmyc\CepTukaH

Cuponumyc (pamanuuumH)

XNMUKO-TOKCUKOJTOTMYECKUE UCCNEQOBAHUA

MpenBapuTenbHoe onpeaeneHne HapKOTUYECKUX, MCUXOTPOMHbIX U
CUNbHOAENCTBYIOLLMX BELLECTB Ka4eCTBEHHO: onuaTbl (repouH, MOPMUH,
KOZEeWH); onmonabl (MeTagoH, (PeHUUKNManH, Tpamagorsn); amdeTamMuH 1 ero
nponsBoaHble (amgeTammH, MeTamdeTaMmunH 1 Ap.); KaHHaAbMoMabl; KOKaWUH;
OeH3oamasenuHbl (guasenam, deHasenam, HUTpasenam v T.4); 6apbuTtypathbl
(cbeHobapbutan, unknobapbutan, 6apbutan n 1.4)

MopTBepxaaowmii MeToa ONpeaereHns No MovYe HapKOTUYECKHX,
NCUXOTPOMHBIX N CUINbHOAENCTBYIOLLMX BELEeCTB, ¢ AnddepeHUnpOoBKON -
onuaTbl, onvouapl, amgeTammnHbl 1 X NPOM3BOAHbIE, KAHHAObMOWabI, KOKauH,
Op. HapKOTUYeCKMe BeLlecTBa; beH3oanasenuHel, 6apbutypatbl, NPOM3BOAHbIE
deHOTNa3nHa, aHTMaenpeccaHThbl, Ap. HEMPONEenTWKW, TPaHKBUNN3aTopbI,
CTUMYNATOPbI

OnpegeneHve ypoBHsi 3TUIOBOMO ankoronsi

MCCNEQOBAHUE TEHETUYECKUX NOZIMMOP®U3MOB METOA40M NUP
(MonekynsapHo-reHeTU4ECKUE UCCNEA0BaHUA)

KomnnekcHasi reHeTuyeckast AMarHoCTUKa CMHAPOMa NOSIMKUCTO3a ANYHUKOB
(CIKA), 6 nokasatenen

OnpepenexHne nonMMopdn3MOB B reHax, KOOUPYIOLLMX peLenTopbl 1
depMeHTbl MeTabonmama nosoBbIX FOPMOHOB (12 nonumopdunamos: AR,
CYP19A1, CYP27B1, SHBG, SRD5A2, COMT, PPARG, ESR2, FADS2, PGR,
ESR1, VDR)

PacwunpeHHasa gnarHoctuka nakrasHom HegoctaTtouyHoctn MCM6 (-13910 C/C, -

13915 T/T, -13907 C/C, -14010 G/G)

OnarHoctuka cuHgpoma XKunbbepa, paclumpeHHoe nccnegoBaHue
(onpeneneHue konudectea TA-NOBTOPOB, aMUHOKUCIIOTHbIX 3aMeH p.G71R,
p.P229Q B rene UGT1A1)

eHeTMYeckas AMarHOCTUKA HEAOCTATOYHOCTM NpoTerHa C, npoTerHa S u
aHTuTpombuHa Il npn TpomGodunum (3k3oHbl 2, 7 reHa SERPINC1, 5k30HbI
11, 12 reHa PROSH1, ak30HbI 3, 7 reHa PROC)

"eHoAmMarHoCTMKa NepBUYHOM ANYHWKOBOW HE4OCTATOYHOCTU (onpeaeneHme
npenakcnaHcun B reHe FMR1)

"eHeTM4eckn obycrnoBneHHas YyBCTBUTENBHOCTL K BapdapuHy (VKORC1,
CYP2C9, CYP4F2 - 4 To4km)

Onpepenenne nepectpoiikn reHa ROS1 B TkaHu onyxonu metogom UIMX
"eHeTU4eCKMn puck HapyLleHu cuctemMbl ceepToiBaHus (F2, F5, F7, FGB,
F13A1, SERPINE1, ITGA2, ITGB3 - 8 Touyek)

"eHeTu4veckne gedekTbl hepmeHToB ponatHoro uukna (MTHFR, MTR, MTRR
- 4 TO4KN)

OnpepeneHne pesyc-aktopa nnoa (BbissBneHne reHa RHD nnoga no kposu
mMaTepm)

OnpepeneHne pesyc-aktopa nnoza (BbissBneHue reHa RHD nnoga no kposu
mMaTepw)

"eHeTU4eckme akTopbl Pa3BUTUS CUHAPOMA NOMMKUCTO3HbIX AMYHKKOB (INS,
PPAR-y, CYP11a, 5a-pepnyktasa, SHB, AR1 - 6 nokasartenen)

"eHeTU4eCKMN PUCK pa3BUTUS paka MOMOYHOM Xene3bl N paka SUYHUKOB
(BRCA1, BRCAZ2 - 8 nokasatenen)

"eHeTUYeCKUin TECT Ha NaKTo3HYL0 HenepeHocumocTs: MCMG6: -13910 T>C
InarHocTtuka cungpoma XKunebepa (Mytaumsa reHa UGT1)

2990,00
2420,00
3880,00
3880,00
4100,00
3880,00
3880,00
3113,00
2990,00
2990,00

4140,00

4455,00
2185,00

8685,00

25000,00

2850,00

6885,00

11085,00
6760,00

4505,00
13040,00

5055,00
4930,00
9400,00
10304,00
8600,00
7300,00

1500,00
4050,00



26.00.015

26.00.016

26.00.364

26.00.041
26.00.157

26.00.166

26.01.001

27.00.400

27.00.348

27.00.350

27.00.015

27.00.510

27.00.511

27.00.509

41.00.001

41.00.005

28.00.001
28.00.005

29.00.125
29.00.001

29.00.004
29.00.002

29.00.003
29.00.024
29.00.026

30.01.097
30.01.099
30.01.011
30.01.036

MporHo3 TeyeHus renatuta C: onpegenenne SNP B reHe IL 28B yenoseka (rs

12979860 C>T, rs 8099917 T>G) 1660,00
leHeTnyeckun naket «OK!»

F5:1691 G>A (Arg506GIn)T

F2: 20210 G>A 2425,00
Onpepenexne nona nnoaa (BbisiBNeHne oparmMeHToB Y-XpOMOCOMbI Nnoga no

KpOoBU MaTepw) 7578,00
"eHeTu4eckoe uccneposaHne mytaumm reHa PAH (npegpacnonoxeHHOCTb K

pasBUTUIO PEHUITKETOHYPUN) 21425,00
"eHogmarHoCTUKa cnmMHanbHOM MblweyHon atpodum (reHsl SMN1 1 SMN2) 5970,00
"eHoTUnMpoBaHune reHa PNPLA3 npu HeankorosbHOM XnpoBon 6onesHmn

neyeHun (HAXKBI1, Cteatorenatut, Cteatorenartos) 4485,00
MoneKynapHo-reHeTUYECKUiA aHaNn3 MyXKcKoro 6ecnaoaus

WccnepoBaHme chaktopa penpogyktusHoctn AZF (nokycel A, B, C) 5765,00
MCCNEQOBAHUE TEHETUYECKUX NOZIMMOP®U3MOB METOA0OM
NMUPOCEKBEHUPOBAHUA

KonuuecteeHnHoe onpeaenernne JHK TREC n KREC (BuT-tecT). OueHka

cocToaTenbHocTh T- n B-kneTo4yHoro 3BeHbLEB MMMYHHOW CUCTEMBI 6700,00
KomnnekcHasi guarHocTuka cemeriHon runepxonucrepmHemun (APOB100,

LDLR, PCSK9) 10875,00
'eHogmarHocTuka runepxonectepmHemum (reH PCSK9) 13495,00

Mepuoamnyeckas 6onesHb (apMsiHckasi bonesHb, ceMenHas
cpeanseMHoOMOopcKas nuxopagka). MiccrnegosaHme YacTbiX MyTaumii reHa

MEFV. 10415,00
"eHeTnyeckasa gmarHocTuka 1, 2A, 2B, 2M, 2N, 3 Tunos 6onesHn ¢oH

Bunne6parga (18-21 n 28 ak30Hbl reHa VWF) 10100,00
"eHeTMYeckas gmarHOCTUKa TPOMBOTUYECKON TPOMOBOLMTONEHNYECKOW

nypnypsbl (reH ADAMTS13) 11100,00
"eHeTMYeckas AMarHOCTUKa BPOXOEHHOTO aHIMOHEBPOTMYECKOro oTeka (reH

SERPINGL1) 29780,00
MCCNEAOBAHUE TEHETUYECKMX MOJIMMOP®U3IMOB METOAOM NGS

MepBu4YHbIe JaHHbIE cekBeHUpoBaHuA B popmate FASTQ 3757,00
CKPVHWHI HAa HOCUTENBbCTBO HACNEACTBEHHbIX ayTOCOMHO-PELEeCCUBHBIX

3abonesanui Carrier Seq, 418 reHos, First Genetics 41270,00

HLA-TUNMMPOBAHUE

AHTUreHbl cuctembl rmctocoemectumocTt HLA Il knacc, reHoTunnpoBaHue

(nokycel DRB1, DQA1, DQB1) 8495,00
AHTUreH cuctembl rmctocoemectumoctn HLA B27 3380,00
UMTONEHETUYECKUE UCCNEOOBAHUA

LinToreHeTnyeckoe mnccnegoBaHme KneTok KOCTHOro moara metogom FISH (1

30HA) 17790,00
WccnepgoBaHue kapyoTtuna (KapnoTunmpoBaHme) 8940,00
WccnepoBaHme kapmoTtuna (KapuoTunmpoBaHne) ¢ ootorpadmernt XpoOMoCcom 18157,00
KapnoTtun ¢ abeppaunsimm 9245,00
LintoreHeTnyeckoe nccnegoBaHme (KapuoTun) KIMETOK KOCTHOMO Mo3ra

(meTopom FISH) 13190,00
MyTauusa reHa BRAF 10455,00
Onpepenenne mytaumm reHa EGFR 13030,00
OHKOreMATON0InA

MonekynapHasa AMarHoCTuKa

Onpepenenne mytaumii 9 sk3oHa reHa CALR 5820,00
Onpepgenexve mytaumn W515 B reHe MPL 5820,00
Onpepgenenne mytaumm V617F B 14 3k30He reHe Jak-2 kMHasbl, Ka4yecT. 2800,00
AHanms mytauun B reHe NRAS (MNUP, kau.) 10120,00

MWKPOBUONOIMMYECKUE UCCNEQOBAHUA
UccnepoBaHue Ha 6uoueHo3



WccnegoBaHme Ha MyMkpoburoLieHO3 Bnaranuia (AMarHocTuka 6akrepumarnbHOro

31.02.001 BarvHO3a) C onpeaeneHnemM YyBCTBUTENBHOCTU K aHTUOMOTUKaM 2380,00
Moces Ha MUKON/AA3Mbl U ypeanaasmbl
lMoceB Ha mukonnasmy n ypeannasmy (Mycoplasma hominis, Ureaplasma

31.04.001 species) c onpegeneHnem YyBCTBUTENBHOCTU K aHTMONOTMKaM 2300,00
MoceB Ha MUKpoOdOpy OTAENAEMOro OpraHoOB U TKaHeil
[MoceB Ha MUKPOGIOpY OTAEMNSIEMOro OpPraHoOB 1 TKAHEW C onpeaeneHnem

31.05.001 4yBCTBUTENBHOCTU K OCHOBHOMY CMEKTPY aHTMOMOTMKOB, B T.4. KaHAuAa 1525,00
lMoceB Ha MUKPOGIOPY OTAEMNSIEMOro OPraHOB 1 TKAHEW C onpeaeneHnem
YYBCTBUTENIBHOCTW K OCHOBHOMY CNEKTPY aHTUOMOTMKOB 1 Baktepuodaram, B

31.05.003 T1.4. KaHOuaa 1695,00
Noces Ha mukpodaopy JIOP-opraHoB
31.06.005 TlloceB Ha andTepuiiHyto nanoyky (Corynebacterium diphtheriae, BL) 1140,00

Mukpobuonorudeckoe (KynbTyparnbHoOe) nccnegosaHme 6poHxuansHoOro
acnuparta (BAIl), MOKpOTbI C onpeaeneHnemM YyBCTBUTENBHOCTU (hropbl K
31.06.228 OCHOBHOMY CNEKTpPY aHTUOGUOTMKOB 2555,00

KomnnekcHoe nccnegoBaHme MOKpOTbI UM BpOHX0-anbBEONISIPHOro faBaxa
(BAJT): noceB Ha MUKpodnopy ¢ onpegeneHmem YyBCTBUTENbHOCTU K
31.06.246 OCHOBHOMY CnekTpy aHTMbMoTMKoB, DakTeprodaram 1 MMKPOCKONUSE Maska 2680,00

KomnnekcHoe uccnegoBaHne MOKPOTbI U BPOHX0-anbBEONSAPHOro naBaxa
(BAJT): noceB Ha MuKpodoriopy ¢ onpeaeneHnemMm YyBCTBUTENBHOCTHU K
31.06.247 pacLUMpEHHOMY CMEKTPY aHTMOMOTUKOB N MUKPOCKOMUST Ma3ka 2810,00
KomnnekcHoe nccnegoBaHne MOKpPOThI MM BPOHXO-anbBEONSIPHOrO faBaxa
(BAJT): noceB Ha MUKpOnopy € onpegeneHmem YyBCTBUTENbHOCTU K
pacLuMpeHHOMY CNeKTpy aHTMONoTUKoB, 6akTepmodaram 1 MUKPOCKOMMUS
31.06.248 ma3ska 2950,00
MoceB Ha MuKpodnopy oTAENAEMOro KOHbIOHKTUBDI
MoceB Ha MUKPOMIIOPY OTAENSEMOrO KOHBIOHKTUBLI C onpeaeneHmem
31.09.001 4yBCTBMTENBHOCTM K OCHOBHOMY CMEKTPY aHTMOMOTUKOB, B T.4. KaHaAMAa 1525,00

MoceB Ha MUKPOMOPY OTAENSEMOrO KOHBIOHKTMBBI C ofnpeaeneHmem

31.09.002 4yBCTBUTENBHOCTU K paCLUMPEHHOMY CMEKTPY aHTMOMOTMKOB, B T.4. KaHAMAa 2430,00
MoceB Ha MUKPOMOPY OTAENSEMOrO KOHBIOHKTMBBI C ofnpeaeneHmem
YyBCTBUTENIbHOCTU K OCHOBHOMY CMeKTpY aHTMOMOTUKOB 1 bakTepuodaram, B

31.09.003 T.4. KaHOuAa 1695,00
MoceB KpoBU
MoceB KPOBW Ha CTEPUITBLHOCTL C ONpeaeneHnemM YyBCTBUTENbHOCTY K

31.10.001 aHTUBHOTMKaM 2720,00
MoceB KPOBW Ha CTEPUNBLHOCTL C aBTOMATUYECKON aHTMBMOTUKOrpamMmMon Ha
31.10.017 VITEK2 3350,00

MoceB Ha NNOreHHbI CTPENTOKOKK (Streptococcus pyogenes)
MoceB Ha NMOreHHbIN (6eTa-reMoNUTUYECKNUIA) CTPENTOKOKK rpynmnbl A
(Streptococcus pyogenes) ¢ onpegeneHmemM YyBCTBUTENBHOCTM K

31.11.001 aHTMOMOTMKaM 1470,00
Moces Ha 3010TUCTbIN cTadUNOKOKK (Staphylococcus aureus)
MoceB Ha 3onoTMCThIN cTadmnokokk (Staphylococcus aureus) ¢

31.12.001 onpepeneHvem YyBCTBMTENBLHOCTM K aHTUOMOTHKaM 1240,00
Moces Ha rpubbl/ 6akTrepum
MoceB Ha rpmnbbl poga kaHamaa (Candida) ¢ ngeHTudukaumen n

31.13.001 onpepeneHneM YyBCTBUTEITbHOCTU K aHTUMUKOTUYECKUM npenapaTamM 1110,00
MoceB Ha Bo3GyauTenen agepmatommnko3oB (Trichophyton spp., Microsporum
spp., Epidermophyton spp.) 6e3 onpeaeneHnsi 4yBCTBUTENBHOCTM K

31.13.003 aHTMMUKOTUYECKUM NMpenapaTam 2090,00
Moces 1 npamasn macc-cnekTpomeTpuyecKkan naeHTMpuKaumua

MUKPOOpraHnImos



31.14.012

31.14.013

31.14.001
31.15.001
31.15.002

31.15.003
31.15.004

31.16.001

31.16.002

31.17.001

31.17.002

31.18.001

31.18.002

31.18.003

31.20.029

32.01.001
32.01.002
32.01.007
32.01.003

32.02.001

32.02.002
32.02.003
32.02.006
32.02.005

32.02.014
32.02.007

32.02.008
32.02.022

32.03.035

32.03.015
32.03.001

32.03.002

lMoceB ¢ aBTOMATUYECKOM aHTUONOTUKOrPaMMON N MaeHTUUKaunen
MukpoopraHuamoB metogom MALDI-TOF MS (getn)

lMoceB ¢ aBTOMATNYECKOM aHTUONOTUKOrPaMMON N MAeHTUUKaunen
MukpoopraHuamos metogom MALDI-TOF MS

ABTOMaTU4ECKNIA NOCEB N MAEHTUMMKALNS MUKPOOPraHN3MOB C MOMOLLbIO
BpemanponeTHo MACC-cnektpomeTtpuun (MALDI-TOF) ¢
aHTUONOTMKOTPaMMOW, BbINOSIHEHHON Ha aBToMaTnyeckon cucteme VITEK
Xpomarorpadpuyeckue uccneaosaHma

WceneposaHne aHTureHa nambnun (Giardia intestinalis) B kane
WccnepoBaHue aHTureHa xenvkobakrepa (Helicobacter pylori) B kane
WceneposaHme kana Ha TokcuHbl knoctpugnii (Clostridium Difficile) A n B
PoTtaBupyc (06HapyxeHune aHTureHa B kane), UXT'A

MNoces Kana

Moces Ha Bo3byauTenewn knweyvHon nHdekummn (Salmonella spp., Shigella spp.)
C onpegerneHnemM 4yBCTBUTENBHOCTM K aHTUOMOTNKaM

lMoceB Ha nepcuHUM ¢ onpegeneHnem YyBCTBUTENbHOCTU K aHTUBMOTMKaMm
UccnepoBaHue Kana Ha gucbaktepuos

AncbakTepunos KnWeYHrKa ¢ onpeaeneHnemM YyBCTBUTENBHOCTH K
DOakTeprodaram

AncbakTepunos KnWeYHrKa ¢ onpeaeneHnemM YyBCTBUTENBHOCTU K
aHTMbunoTtmkam n 6akreprodaram

MoceB Ha mUKpodopy Moun

MoceB Moun Ha MUKpOdIopy C ONpeaeneHnemM YyBCTBUTENBHOCTM K
OCHOBHOMY CNEKTPY aHTUOUOTMKOB

MoceB Moun Ha MMUKpOdIopy C ONpeaeneHnemM YyBCTBUTENBHOCTU K
pacLUMpeHHOMY CMEKTPY aHTUBUOTMKOB

MoceB Moun Ha MMUKpOdIopy C ONpeaeneHnemM YyBCTBUTENBHOCTU K
OCHOBHOMY CNEKTPY aHTUBNOTMKOB 1 BakTepuodaram

MoceB Ha aapo6Hy U aHA3pO6HYIO MUKpodaopy

MoceB xen4yn Ha aspobHyto 1 hakynbTaTMBHO-aHa3pOOHy0 BakTepuanbHyo
driopy ¢ onpeaeneHMemM YyBCTBUTENBHOCTM K paCLLUMPEHHOMY CNEKTPY
aHTMMUKPOOHBIX NpenapaToB 1 6akTepnodaram

OBLUEK/TUHUYECKUE UCCNEOOBAHUA

UccnepoBaHmna moun

O6Lwwnin aHann3 Mo4n

AHanua mo4un no HeumnopeHko

OO0LWwmn aHanNn3 MoYKn C MMKPOCKOMNUEN ocaaka

AHanms moun nNo 3UMHULIKOMY

UccnepoBaHua Kana

O6wwin aHanm3 kana (konporpamma)

WccnepoBaHuve kana Ha npocTenune 1 Aila renbMUHTOB METOA0M
ob6oraweHusa (PARASEP)

WccnepoBaHme cockoba Ha aHTepobumo3

CogaepxaHuve yrneBOAOB B Karne (B T.4. JakTo3a)

WccnepoBaHme kana Ha CKpbITYO KPOBb

WcenepoBaHme kana Ha ckpbiTyto kKpoBb (Colon View Hb) un
remornobuH/rantornoduHoBbIv komnnekc (Hb/Hp)

lMaHkpeaTnyeckas anacrasa 1 B kane

KanbnpoTekTuH (B kane)

>KenyHble KUCNOThI B Kane

MMKpOCKOﬂM‘-IECKMe unccneposaHuna oTaenaemMmoro yporeHmMTaZibHoro TpakTa
MMKpOCKOI‘II/IHeCKoe nccrnenosaHme otTaenAaemMoro ByrnbBbl

MukpocKkonmuyeckoe uccnegoBaHme yporeHMTanbHoro Mmaska (Bnaranuue +
ypeTpa)

Mukpockonnyeckoe nccrnegoBaHme oTaensaemMoro ypetpbl

Mukpockonnyeckoe nccrnegoBaHve Maska-otnedarka rorioBKky NosioBoro YreHa

2440,00

2440,00

3080,00
1180,00
1170,00

2925,00
905,00

1525,00

1150,00

2090,00

2370,00

1485,00
2430,00

1705,00

2555,00

455,00
525,00
405,00
630,00

785,00

1030,00
600,00
940,00
470,00

1335,00
3235,00

3885,00
3650,00

665,00

985,00
665,00

665,00



32.03.003
32.03.004

32.04.004

32.05.032
32.05.001
32.05.003

32.05.005

32.06.002
32.06.003
32.06.007

32.07.055
32.07.022
32.07.023
32.07.010
32.07.011

34.00.573

34.00.163

34.00.579

34.00.578

34.01.079

34.01.094

34.00.261

34.00.038
34.00.418

33.02.021

33.02.001

33.02.002

33.03.001
33.03.003
33.03.015
33.03.016
33.03.005

Mwukpockonmyeckoe nccrnegoBaHue 0TAENsIEMOro LiepBMKarnbHOro kaHarna
Mukpockonuyeckoe uccnegoBaHme oTaensaeMoro snaranvia
MuKpocKonuyeckue uccneaoBaHMUa Ha HaiMuMe NaToreHHbIX rPU6oB U
napasuTos

Mukpockonuyeckoe nccnegopaHme Ha emogekc (Demodex)
MuKpocKkonuueckue uccneaoBaHus 6GUONOTMUECKUX KUAKOCTEN
(buomatepuansoi)

Mukpockonuyeckoe uccnegoBaHme Ha 303MHOUNbI OTAENSEMOro
KOHBIOHKTMBBI rMnasa

O6wWwwnit aHanM3 MOKpPOThI

MuKpockonmyeckoe nccrnefoBaHne Ha3anbHOro cekperta (Ha 303nHourbI)

MuKpockonmyeckoe uccrnefoBaHne cekpeta npeacTaTernbHOM Xenesbl B Moye
UccnepoBaHua aaKkynaTa

AHTUCnepmanbHble aHTuTena knacca IgA (MAR-Tect IgA)
AHTUCNepmanbHble aHTMTena knacca IgG (MAR-TecT IgG)

®parmeHTaumsa AHK cnepmaTtosongos

YcTaHOBAEHUWe poAacTBa

Oy6nukat 3aknioyeHns - YcTaHoBMNeHe poacTea

YcTtaHoBneHne matepuHcTaa - oyat (20 mapkepoB) (cocTaBHON)
YcTaHoBneHe maTepuHcTBa - Tpro (20 mapkepoB) (COCTaBHON)
JdononHuTtenbHbIn y4acTHUK Ne2

JdononHuTenbHbIN yyacTHUK Ne3

FTEHETUYECKUE UCCNNEQOBAHUA

OnarHoctuka anbda-Tanaccemum (reH HBA)

dakTtop koarynsauum Il (TpombuH) F2: Thr165Met (T165M)

Onpepenenne mytaumi (V617F B 14 3k30He reHa Jak-2 knHasa, W515 B reHe
MPL, 9 ak3oHa reHa CALR) npu muenonponvdepaTnBHbIX 3aboneBaHmsax
(MM3)

KomnnekcHble reHeTU4YeCKMe uccnepoBaHus

eHeTnyeckas gnarHoCTKa HacneACcTBEHHOW hopMbl NaHkpeaTuTa (reHbl
PRSS1, SPINK1)

leHeTn4eckoe obcrnenoBaHne Ha bonesHb [eHTUHrToHa B reHe HTT
"eHoAmarHocTMKa CMHOPOMA NTOMKOW X-XpOMOCOMbI (CMHAPOM MapTuHa -
Benn)

PacwunpeHHasa gnarHoctuka HacneacTBEHHON HEMPOCEHCOPHOW TYroyXoCTn
(renbl GJB2, GJB3, GJB6, POU3F4, WFS1)

AHpporeHoBbi peuenTtop (AR). Beigsnenne mytaumm (CAG)n ((Gin)n)
MonHbIn aHanus reHa HBB (Tanaccemus beta, MIM 613985)

nPoonIN

AwvarHocTtuka nannunomasupyca metrogom MNUP

OHK nanunnomasupycos (Human Papillomavirus) ¢ onpegeneHnem 21 tuna
(KoHTponb B3aTus 6/m, Tunel 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52,
53, 56, 58, 59, 66, 68, 73, 82), kon., ¢ nepecyeToM Ha y.e. Hybrid Capture
OHK nanunnomasupycos (Human Papillomavirus) CKPUHWHI ¢
onpegeneHvem tuna (KoHTponb B3dTMA MaTepuana, Tunel 6, 11, 16, 18),
KOSIMYECTBEHHBIN

OHK nanunnomasupycos (Human Papillomavirus) CKPUHUHI
PACLUMPEHHbBIV ¢ onpepenenvem 14 Tunos (KoHTponb B3ATVS Matepuana,
Tunel 6, 11, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59), KONMYECTBEHHbLIN, C
nepecyeTom Ha y.e. Hybrid Capture no kaxgomy tuny

demodnop

®Pemodprop-8 (OHK)

demodoriop-16 (OHK)

AHapodrop ckpuH

AHgpodoriop

dnopoueHos

665,00
665,00

580,00

1115,00
610,00
1115,00

665,00

2360,00
2360,00
7875,00

395,00
20760,00
23045,00

7665,00
7665,00

12375,00
2150,00
12170,00
4380,00
5310,00
6760,00
7740,00

4815,00
12375,00

3558,50

830,00

2000,00

2645,00
4065,00
2375,00
3235,00
1975,00



33.03.004
33.03.006

33.01.001

33.01.078
33.01.005
33.01.006
33.01.004
33.01.003
33.03.002

33.05.539
33.05.069
33.05.183
33.05.188

33.06.015
33.06.016
33.06.017
33.06.018

33.08.020

33.08.078
33.00.001
33.00.002
33.00.003
33.00.247
33.00.004
33.00.006
33.00.041
33.00.007
33.00.008
33.00.009
33.00.013
33.00.016
33.00.017
33.00.018
33.00.019
33.00.020
33.00.021
33.00.022
33.00.023
33.00.106
33.00.024
33.00.025
33.00.026
33.00.027
33.00.028
33.00.030
33.00.032
33.00.033
33.00.034
33.00.057

dnopoueHos (6akTepurarnbHbIi BarMHO3)
®riopoLeHo3 (KOMMNNEKCHOE UccneaoBaHue)
KomnnekcHbie uccnegosaHmna merogom MNUP
rnupP-6

OHTepodrnop etn (uccnegoBaHue coctaBa MUKPOBUOTEI KALLEYHMKA Y AEeTEN,
rnup)

MnupP-15

IHK Bo3bygutenen 311

MUP-12, konnyecTBeHHO

nup-12

CkpuHuHr MNLUP-12

Cneumduueckue npopunu

CUBPTECT- BogopogHO-MeTaHOBbIN AblXxaTenbHbIN TECT (HEMHBa3VBHas
AVMarHoCTMKa CMHOpoMa M3bbITOYHOro GakTepranbHOro pocTa B TOHKOWN KULLIKE)
CreatoCkpuH

Ceponorudeckasn guarHocTuka Tybepkynesa metogom T-SPOT

13C - ypeasHbinn abixaTenbHbin TecT (H. pylori)

HeuHBa3usHbIN npeHaTanbHbi HK-Tect (HUMT)

HWUMT First Test, nonHasa naHens

HWMT First Test Light, MuHMmanbHas naHenb

HWMT First Test Medium, paclumMpeHHas naHesnb

HWUMT First Test, ckpuHuHr Tpucommnm 21 xpomocomel (cuHapom JayHa)
KopoHasupycbl

WccnepoBaHue Ha kopoHasupyc SARS CoV2, aHtutena IgM. meToguka
BektopbecTt

AHTUTENa K cnankoBomy (S) 6enky SARS-CoV-2, IgG, Konm4yecTBeHHO
(Architect, Abbott)

"ocnuTanbHbIN

["ocnuTarnbHbIN TepaneBTUYecKuin

MocnuTanbHbIA XUPYpPruyeckun

OnpegeneHve MukpocaTennuTHon HectabunsHocTn MMR (MSI)
Broxumuyeckuin aHanns kpoBu, 6a3oBLIN

Koarynorpamma

Koarynorpamma paclumpeHHas

JiunngHeI npodunes, 6a3o0BbIN

JInnngHbii npodounnb, pacluMpPEHHbIN

Kapauonoruyeckuii

Hedponornyeckuin, BuoxmMmmyeckuin

[wnarHocTtuka gmuadeTta, Grnoxmmmnyeckuii

MHCYnMHOPE3nCcTEHTHOCTb

PutHec. Pusnyeckne Harpysku

"acTpokomnnekc

OnddepeHumansHas guarHoctuka 3abonesaHnii XKKT
"emaTonormyeckmmn (anarHoctTmka aHeMum)

O6cnepoBaHne WNTOBUOHOW Xene3bl, CKPUHUHT

O6cnenoBaHue LNTOBUAHOW Xernesbl

O6cnepoBaHue WMTOBUOHOM Xenesbl

"opMOHarnbHbIM NPOMUIb NS MY>XUUH

["lopMOHarbHbIM NPOUb AN XEHLWMH

MnaHnpoBaHue 6epemeHHOCTH, 6a30BbIN

MnaHMpoBaHne 6GepeMeHHOCTU (FTOPMOHBI) - MIOTEMHOBas dasa
[narHocTtuka HapyLleHU yHKLMM SUYHUKOB

AHTUdOChoNMNMAHbLIN cuHgpom (ADC)

OHKONornyecknii Anst XeHLmnH, BUOXMMNYECKUIA

[unarHocTurka paka MOMOYHON xenes3bl

TORCH-koMnnekc, CKPUHWUHT

TORCH-komnnekc ¢ aBUOHOCTbIO

1575,00
2830,00

2640,00

6210,00
6820,00
6800,00
5750,00
5600,00
3465,00

1835,00
8460,00
10035,00
3000,00

29000,00
27500,00
28250,00
25365,00

735,00

1130,00
2500,00
5195,00
8105,00
7515,00
3205,00
1900,00
5120,00
2505,00
4740,00
7085,00
2620,00
5570,00
1210,00
4150,00
3890,00
9085,00
5885,00
3460,00
7385,00
7525,00
3925,00
8300,00
2635,00
4095,00
3220,00
3955,00
8420,00
8375,00
2420,00
7040,00



33.00.036 WHdekumun, nepegatoimecs noroBbIM NyTem (KpOBb) 9140,00

33.00.037 [AwnarHocTuka napasutapHbix 3abonesaHumn 7920,00

33.00.115 Haw-dnbpoTect 19770,00
Knewesble HpeKLuun

09.30.003 PHK Bupyca knewiesoro sHuedanuta (Tick-borne encephalitis virus), kpoBb 1090,00



